Supplementary figures

Study %
D OR (95% CI) Weight
Sorsa et al. (2019) —0‘:’— 3.65(0.12,7.18) 4.26
Abebaw et al. (2018) T ! 1.29 (-0.81, 3.39) 4.73
Negussie et.al (2015) —I°_ 4.48 (0.52, 8.44) 4.10
Abrha et al. (2011) _":_ 3.53(-0.04,7.10) 4.24
Wasihun et al. (2015) - ! 0.19 (-0.67,1.05)  4.98
Hailu ert al. (2016) —:—‘_ 6.24(2.29,10.19)  4.10
Moges et al. (2019) ! 23.20(20.21, 26.19) 4.45
Kitila et al. (2018) _I’_ 4.60(0.91.8.29) 4.20
Dagnew et al. (2013) T 2.31(-0.53,5.15)  4.50
Tizazu et al (2011) . 1.15(-092.322) 474
Eshetu et al. (2018) —‘—;— 2.61 (-0.38, 5.60) 4.45
Gleyesus et al (2017) —_— 7.57(2.72,12.42) 3.74
Jemal et al. (2017) —_— 5.73(1.59.9.87) 4.02
Alebachew et al. (2016) T 1.00 (-0.95,2.95) 477
Gebrehiwot et al. (2012) —_—— 5.52(1.15,9.89) 3.93
Alemavehu et al. (2019) S 1.69 (-0.79. 4.17) 4.62
Yusuf etal. (2012) _‘:_ 2.77(-0.22, 5.76) 4.45
Tsega et al. (2017) —_— 6.80(2.26,11.34) 3.87
Demissie et al. (2019) T, 1.36 (-0.86, 3.58) 4.70
Hailu et al. (2016) _0:_ 2.82(-0.39,6.03) 438
Mahdi, J. and Y. Kebede (2008) T 2.12 (-0.59,4.83)  4.55
Edris et al. (2014) 1 | 2.41 (-0.60,5.42) 445
Tekle et al. (2019) —— 9.38 (4.58.14.18) 3.76
Overall (I-squared = 91.0%, p = 0.000) 4.30(2.45,6.16) 100.00
1
NOTE: Weights are from random effects analysis I X :

Fig.S1: Forest plot showed the pooled prevalence of Klebsiella species isolated among patients

with suspected bloodstream infections in Ethiopia



Study %
ID OR (95% CI) Weight
Sorsa et al. (2019) | I — 5.98 (3.30, 8.66) 2.25
Abebaw et al. (2018) — 1.75(0.87, 2.63) 6.39
Abrha et al. (2011) _'0_2 0.59 (-0.56, 1.74) 5.52
Wasihun et al. (2015) :_‘_ 3.11(1.61,4.61) 4.48
Hailu ert al. (2016) :_’_ 3.39(1.89,4.88) 4.49
Moges et al. (2019) —— 3.09(1.37.482) 3.92
Kitila et al. (2018) —— 1.20(0.25,2.15) 6.14
Dagnew et al. (2013) _‘:_ 1.28(0.17,2.40) 35.62
Tizazu et al (2011) —— 1.54(0.04,3.03)  4.50
Eshetu et al. (2018) T 0.95(0.02. 1.87) 6.24
Glevesus et al (2017) E —_— 4.78(2.14,7.42) 2.30
Alebachew et al. (2016) ——‘—:_ 1.00 (-0.95,2.95) 3.42
Grebrehiwot et al. (2012) _:_‘_ 331(0.71,592)y 234
Alemayehu et al. (2019) = 0.68 (-0.26,1.61) 6.21
Yusuf et al. (2012) = 1.04 (0.21,1.86) 6.56
Tsega et al. (2017) — 1.62(0.21,3.02) 475
Demissie et al. (2019) —— 2.95(1.37,4.53) 4.28
Hailu et al. (2016) —_— 0.56 (-0.54. 1.67) 5.66
Mahdi, J. and Y. Kebede (2008) = 0.42(-0.16,1.01) 7.28
Edris et al. (2014) ——*i— 1.20 (-1.14,3.55) 2.71
Tekle et al. (2019) —_— 1.82(0.48,3.16) 4.94
Overall (I-squared = 65.9%, p = 0.000) ¢ 1.69 (1.21, 2.16)  100.00
]
NOTE: Weights are from random effects analysis X :
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Fig.S2: Forest plot showed the pooled prevalence of E.Coli isolated among patients with

suspected bloodstream infections in Ethiopia



Study %
ID OR (95% CTI) Weight

Abebaw et al. (2018) _I’_ 1.17(0.45,1.89) 17.11
Negussie et.al (2015) —°— 1.49 (-0.18,3.17) 3.16
Abrha et al. (2011) T 1.76 (-0.21, 3.74)  2.26
Wasihun et al. (2015) 'i_+_ 1.95(0.75,3.14) 6.22
Moges et al. (2019) - 0.52(-0.20, 1.23) 1747
Dagnew et al. (2013) _’_ 0.77 (-0.10, 1.64) 11.79
Tizazu et al (2011) —°_E 0.38(-0.37,1.14) 15.66
Gebrehiwot et al. (2012) '§_°_ 3.31(0.71,5.92) 130
Yusufet al. (2012) _i°_ 1.56 (0.55,2.57) 8.70
Demissie et al. (2019) _E*_ 1.81(0.57,3.06) 5.72
Hailu et al. (2016) _"'i_ 0.56 (-0.54,1.67) 7.27
Mahdi, J. and Y. Kebede (2008) E — 3.39(1.76,5.02) 3.33
Overall (I-squared = 51.1%, p = 0.021) @ 1.09(0.79, 1.38)  100.00
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Fig.S3: Forest plot showed the pooled prevalence of Salmonella Species-isolated among patients

with suspected bloodstream infections in Ethiopia



Study %

D OR (95% CI) Weight

Abebaw et al. (2018) "I' 0.70 (0.14,1.26)  36.37
Abrha et al. (2011) _i—'_ 1.76 (-0.21,3.74)  2.90
Wasihun et al. (2015) _.._ 0.97(0.12,1.82) 15.78
Kitila et al. (2018) _°I_ 0.60 (-0.08, 1.28) 24.79
Tizazu et al (2011) _:’_ 1.15(-0.14,2.45) 6.74
Gleyesus et al (2017) '§_°_ 2.39(0.50,4.28) 3.18
Alebachew et al. (2016) __§_°_ 2.00 (-0.74,4.74) 1.51
Alemayehu et al. (2019) _:‘_ 1.01 (-0.13,2.15) 8.73
Overall (I-squared = 0.0%, p = 0.638) 0 0.88 (0.54,1.22) 100.00
:I I
1 10

Fig. S4: Forest plot showed the pooled prevalence of S.pyogenes isolated among patients with

suspected bloodstream infections in Ethiopia



Study %
D OR (95% CI) Weight
Abebaw et al. (2018) _l'l'*_ 0.70 (-0.67,2.07) 5.06
Wasihun et al. (2015) - 0.19(-0.19, 0.58) 65.70
Hailu ert al. (2016 i * 2.67(-2.57,7.91) 0.35
Moges et al. (2019) _'i_’_ 1.29(-1.24,3.81) 1.50
Kitila et al. (2018) - 0.40 (-0.38, 1.18) 15.54
Dagnew et al. (2013) _'i-’_ 1.03(-0.98,3.04) 2.30
Eshetu et al. (2018} _+°_ 0.95(-0.91,2.81) 2.77
Alebachew et al. (2016) _'i"'_ 1.00 (-0.96, 2.96) 2.49
Gebrehiwot et al. (2012) i 2.76(-2.65,8.18) 0.33
Yusuf et al. (2012) _E_‘_ 1.21(-1.16,3.58) 1.70
Demissie et al. (2019) _“i_‘_ 1.36(-1.31,4.03) 1.34
Hailu et al. (2016) _'i_°_ 1.69(-1.63,5.02) 0.87
Overall (I-squared =0.0%, p = 0.885) Q 0.39(0.08,0.70)  100.00
: T T
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Fig. S5: Forest plot showed the pooled prevalence of Pseudomonas Species isolated among

patients with suspected bloodstream infections in Ethiopia



Funnel plot with pseudo 95% confidence limits
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Fig. S6: funnel plots showing publication bias of included studies, p (prevalence) of bacterial isolates

represented in the x-axis and SE (standard error) in the y-axis



Study %
8] ES (25% CI) Weight
Crromiz :
Sorsa et al. (2015) — 2524 (2410, 34.3T) 3184
Abrha et al. (2011) —_— 2059 (14.51, 2687) 378
Tzazu et al {2011) - ! B85 (5.39, 12.30) 358
Subtotal {|-sguared = 35.5%, p = 0.000) -=:::.,J:=- 19.45 (6.41, 32.48) 11.55
. 1
Amhars !
Abebaw et al. (2018) - : 2033 {1783, 23.02) 401
Hailu ert al. (2015) 1 i 38,72 (3518, 43.25) 31353
Moges et al. (2015) ! 53.35 (48.29, 58.31) 388
Cagnew et al. (2013) —— : 18.21 (14.38, 22.03) 354
Gieyesus et al (2017) 1 —— 4781 (41683, 53.99) 375
Jemal et al. (2017) | e 32003 {27.36, 3BTy 3188
Alebachew et al. (2018) :—0— 31.00 {21.94, 40.05) 343
Gebrehiwot et al. (2012) i 32.04 (2525, 3B.84) 368
Mahdi, J. and . Kebede (2008) —r— 2415 (20.29, 28.01) 394
Edri= et al. (2014) —0—: 19.28 (10.79, 27.78) 3.50
Tekle st al. {2015) —p— 25,00 {2067, 25.33) 3190
Subtotal {l-sguared = 25.8%, p = 0.000) L e 31.11 {24.28, 37.85) 4181
1
Addis Absba :
Megussie et.al (2015) i ZT.86 (2166, 34.08) 3174
Kitilz et al. (2018) : e 32.80 (2888, 36.52) 3382
Seboxa et al. (2015) i | 13.01 {9.15, 16.87) 3.54
Eshetu et al. (2018) - | 1547 (11.74, 18.58) 23397
Arega et al. (2017) i : 12.15 (5.96, 18.34) 374
Yusuf et al. (2012) T— 28.72 (2503, 3241) 3355
Mitikow =t al. (2020) | —p— AT.35 {3221, 42.45) 384
Tsega et al. (2017) : — 55T (31.20, 41.54) 382
Hasilu et al. {2018) ——l— | 12.59 (8.04, 17.595) 388
Subtotal {l-sguared = 25.0%, p = 0.000) Ll 2405 (1727, 30.83) 2478
1
Others :
Wasihun et al. (2015) +le— 28.02 (24.13, 31.50) 354
Alemayehu et 3l (2015) i ! 13.85 (9.92, 17.79) 383
Demissie et al. (2015) —h— : 12,53 (9.79, 16.08) 3.498
Subtotal {l-squared = 25.0%, p = 0.000) E —=ai-— 18.23 (B.88, 27.58) 11.85
1
Owerall {|-squared = 85 8%, p = 0.000) -¢:‘,l- 2578 (21.55, 30.01}y 100.0D
MOTE: Weights are from random effects analysis :

NB: Others: South nation nationality people, Tigray, Dire Dawa

Fig. S7. Subgroup analysis based on study area/region for the pooled prevalence of bacterial isolates

causing blood stream infection in Ethiopia, 2020



Study
(]

=300

Sorsa et al. (20159)

Abebaw et al. (2018)

Wasihun et al. (2015)

Hailu ert al. (20156}

Moges et al. (2019)

Kitila et al. (2018)

Dagnew et al. (2013}

Eshetu et al. (2018}

Jemal et al. (2017}

Yusuf et al. (2012)

Mitiku et al. (2020}

Tsega et al. (2017)

Demissie et al. (20159)

WMahdi, J. and ¥. Kebede (2008)
Tekle et al. (2019)

Subtotal (lsgquared = 95.0%, p = 0.000)

<=300

Negussie et.al (2015}
Abrha et al. (2011)
Seboxa et al. (2015)
Tizazu et al (2011}
Gleyesus et al (2017)
Alebachew et al. (2018)
Arega et al. (2017)
Gebrehiwot et al. (2012)
Alemayehu et al. (2019)
Hailu et al. (2016}

Edris et al. (2014}
Subtotal (Fsguared = 94.1%, p = 0.000)

Overall (lzquared = 35.8%, p = 0.000)

NOTE: Weights are from random effects analysis

9%
ES (985% CI) Weight

20.24 (24.10, 34.37) 3.84
20.33 (17.63, 23.02) 4.01

28.02 (24.13, 31.90) 3.94
39.22 (35.18, 43.26) 3.93
53.35 (48.39, 58.31) 3.86
32.80 (28.68, 36.92) 3.092
18.21 (14.38, 22.03) 3.04
15.17 (11.74, 18.59) 3.97
32.03 (27.36, 36.70) 3.38
28.72 (25.03, 32.41) 3.95
37.35 (32.21, 42.49) 3.34
36.57 (31.20, 41.94) 3.82
12.83 (9.79, 16.06) 3.08
2415 (20.29, 28.01) 3.94
25.00 (20,67, 29.33) 3.90
28.76 (23,62, 33.90) 58.71

27.86 (21,66, 34.06) 3.74
20.59 (14.51, 26.67) 3.76
13.01 (9.15, 16.87) 3.04
8.85(5.39, 12.30) 3.9
47.81 (41,63, 53.99) 3.75
31.00 (21.94, 40.06) 3.43
1215 (5.96, 18.34) 3.74
32.04 (25.25, 38.84) 3.68
13.85 (9.92, 17.79) 3.93
12.99 (8.04, 17.95) 3.86
19.28 (10.79, 27.76) 3.50
21.53 (14.92, 28.14) 41.29

2578 (21.55, 30.01) 100.00

Fig S8. Subgroup analysis based on sample size for the pooled prevalence of bacterial isolates causing

blood stream infection in Ethiopia, 2020.



Study
I

2015-2020

Sorsa et al. (2019)
Abebaw et al. (2013)
Negussie et.al (2015)
Wasihun et al. (2015}
Hailu ert al. (2015}
Moges et al. (2019}
Kitila et al. (2018)
Seboxa et al. (2015)
E=zhetu et al. (2018}
Gleyesus et al (2017}
Jemal et al. (2017}
Alebachew et al. (2018)
Arega et al. (2017)
Alemayehu et al. (2019)
Mitiku et al. (2020}
Tzega et al. (2017}
Demissie et al. (2019}
Hailu et al. (2018}

Tekle et al. (2015)
Subtotal (lequared = 95.4%, p = 0.000}

2000-2014

Abrha et al. (2011}

Dagnew et al. (2013}

Tizazu et al (2011}

Gebrehiwot et al. (2012)

Yusuf et al (2012)

Mahdi, J. and . Kebede (2008)

Edris et al. (2014}

Subtotal (lequared = 92.4%, p = 0.000}

Overall (Fsguared = 95.8%, p = 0.000)

NOTE: Weights are from random effects analysis

o,
ES (95% CI) Weight

20.24 (2410, 34.37) 3.34
20.33 (17.63, 23.02) 4.01
27.86 (21.66, 34.06) 3.74
28.02 (24.13, 31.90) 3.94
39.22 (35.18, 43.26) 3.93
53.35 (48.39, 58.31) 3.86
32.80 (28.68, 35.92) 3.92
13.04 (9.15, 16.87) 3.04
1517 (11.74, 18.59) 3.97
47.81 (41,63, 53.99) 3.75
32.03 (27.36, 35.70) 3.88
31.00 (21.94, 40.06) 3.43
1215 (5.9, 18.34) 3.74
13.85 (9.92, 17.79) 3.93
37.35 (32.21, 42.49) 3.84
36.57 (31.20, 41.94) 3.82
1293 (9.79, 16.06) 3.98
1299 (3.04, 17.95) 3.86
25.00 (20.67, 29.33) 3.90
27.31 (22.02, 32.60) 73.27

20.59 (14.51, 26.67) 3.76
18.21 (14.38, 22.03) 3.94
8.85(5.39, 12.30) 3.96
32.04 (25.25, 35.84) 3.68
28.72 (25.03, 32.41) 3.95
24 15 (20.29, 28.01) 3.94
19.28 (10.79, 27.76) 3.50
21.59 (15.27, 27.90) 26.73

25.78 (21.55, 30.01) 100.00

Fig. S9. Subgroup analysis based on year publication for the pooled prevalence of bacterial isolates

causing blood stream infection in Ethiopia, 2020
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Fig. S10: Sensitivity analysis pooled prevalence pooled prevalence of bacterial isolates causing

blood stream infection in Ethiopia
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