BSL125 (M. moriokaense)

BSL400 (M. moriokaense/M. barrassiae)
BSL453 (M. moriokaense/M. barrassiae)
BSL499 (M. moriokaense /M. barrassiae)
BSL122 (M. brasiliensis)

BSL407 (M. brasiliensis)

BSL450 (M. brasiliensis)

BSL474Y (M. brasiliensis)

BSL484 (M. brasiliensis)

BSL629Y (M. rhodesiae) BGGGGG- - - -

BSL398 (M. smegmatis/M. goodii)
BSL395 (M. agri)

BSL123 (M. flavescens)

BSL469 (M. flavescens)

BSL378 (M. holsaticum)

BSL386 (M. holsaticum)

BSL474C (M. holsaticum)

BSL498 (M. holsaticum)

BSL502 (M. celatum)

BSL480 (M. colombiense/M. bouchedurhonense)
BSL508 (M. avium complex)

BSL513 (M. vulneris/M. intracellulare)
M. asiaticum ATCC 25276

BSL401 (M. asiaticum)

BSL447 (M. asiaticum)

GHE-------

M. bovis GTC602 [GG- - - - - - -

Consensus

100%
Conservation
0%
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M. moriokaense CIP105393 FHECHGTTTGCE llllGGllll GGAEcAABGE lGGlGGlGlG llll=lllll ll=G=lG==

60

G

€] |
c@

G

G

G

G

G

G

G

G

c@
c@

G

G

G

G

€] |
- Gl
GEAAGH

l

€] | lellGll leGl Hccil@ 39

----ACACAT GCAAGTCGAA CGGAAAGGCC

— FTRET FEEEECE PP ETT




120 140

I
[ [clufefetelife] |

|

M. moriokaense CIP105393 GiGHG ufel A 138

BSL125 (M. moriokaense) GTGA | [ehulefelelile] | G A 92

BSL400 (M. moriokaense/M. barrassiae) elule]| [ [ulelelehile | ] B o1
BSL453 (M. moriokaense /M. barrassiae) elule] | BceicccichA €] B 89
BSL499 (M. moriokaense /M. barrassiae) GicHc BceiccciichR lule] A 91
BSL122 (M. brasiliensis) GTGA | [ehulefelelile] | G A 94

BSL407 (M. brasiliensis) elule]| [ [ulelelehile | ] B 94

BSL450 (M. brasiliensis) GTGA [ [Suleletelule] | G B 94

BSL474Y (M. brasiliensis) GTGHG [ [ehulelelelle] | ufel A o4

BSL484 (M. brasiliensis) GTGA | [ehulefelelile] | G A 94

BSL629Y (M. rhodesiae) elule]| [ [ulelelehile | ] B 101

BSL398 (M. smegmatis/M. goodii) GTGA [ [Suleletelule] | G B 94
BSL395 (M. agri) GTGHG [ [ehulelelelle] | ufel A 96

BSL123 (M. flavescens) GTGHA | [ehulefelelile] | G A 92

BSL469 (M. flavescens) elule]| [ [ulelelehile | ] B 94

BSL378 (M. holsaticum) GTGA [ [Suleletelule] | G B 94

BSL386 (M. holsaticum) GTGHG [ [ehulelelelle] | ufel A o4

BSL474C (M. holsaticum) GTGHA | [ehulefelelile] | G A 94

BSL498 (M. holsaticum) elule]| [ [ulelelehile | ] B 94

BSL502 (M. celatum) GTGA [ [chuleleteliy G A s6

BSL480 (M. colombiense/M. bouchedurhonense) GicHc [ [clulelele lule] B o4
BSL508 (M. avium complex) elule] | [ [ulelele B B 94

BSL513 (M. vulneris/M. intracellulare) elule]| [ [ulelele ] B 88
M. asiaticum ATCC 25276 -GGG GTGA [ [Sulelelehile G B 117

BSL401 (M. asiaticum) -GGG GTGHG [ [ehulelelelle] | ufel A o4

BSL447 (M. asiaticum) -GGG GTGHA | [elulefelelile] | G A 94
M. bovis GTC602 -ccA Bcene TecBcHABEcc ciicH BcFcccich le] | B 107

Consensus CTTTC--GGG GGTACTCGAG TGGCGAACGG GTGAGTAACA CGTGGGTGAT CTGCCCTGCA CTTTGGGATA

conceson, [T F VN TRERIECERT TR TOTEr R TR T dEe




M. moriokaense CIP105393 B BcA BcE 206

BSL125 (M. moriokaense) [ BcA AcE 160

BSL400 (M. moriokaense/M. barrassiae) & [ '[e1] BcE 159
BSL453 (M. moriokaense/M. barrassiae) B Bch 1] BcE 157
BSL499 (M. moriokaense/M. barrassiae) & BcA TGGEGGGGG AcE- - 159
BSL122 (M. brasiliensis) B BcA [ luletell - [elefele AcE- - 161

BSL407 (M. brasiliensis) & BcA lul HcE- - 162

BSL450 (M. brasiliensis) B [ [e] BcE- - 162

BSL474Y (M. brasiliensis) B [ [e] BcE- - 162

BSL484 (M. brasiliensis) & BcA AcE- - 162

BSL629Y (M. rhodesiae) [ BcA HcE- - 167

BSL398 (M. smegmatis/M. goodi) & [ [e] BcE- - 162
BSL395 (M. agri) B BcA AcE- - 163

BSL123 (M. flavescens) [ BcA AcE- - 159

BSL469 (M. flavescens) [ | [el9 BcE- - 162

BSL378 (M. holsaticum) & [ [e] AcE- - 160

BSL386 (M. holsaticum) & BcA AcE- - 160

BSL474C (M. holsaticum) & BcA AcE- - 160

BSL498 (M. holsaticum) B BcA BcB- 160

BSL502 (M. celatum) B | [ele] ] BcE- T 153

BSL480 (M. colombiense/M. bouchedurhonense) B Bcch BcE- - 160
BSL508 (M. avium complex) [ BcAA AcE- - 160

BSL513 (M. vulneris/M. intracellulare) & Bcc BcE- - 154
M. asiaticum ATCC 25276 & | [ele] AcE 183

BSL401 (M. asiaticum) B BcGH AcE 160

BSL447 (M. asiaticum) [ | [ele 160

M. bovis GTC602 BG Bcch 175

Consensus AGCCTGGGAA ACTGGGTCTA ATACCGAATA GGACCTGCTG GACGCATGGT CTGGTGGGGG AAAGC--TTT

e (TN AT TTTATIT et T T M TR TITIT__ITT

Conservation
0%




M. moriokaense CIP105393

BSL125 (M. moriokaense)

BSL400 (M. moriokaense/M. barrassiae)
BSL453 (M. moriokaense/M. barrassiae)
BSL499 (M. moriokaense /M. barrassiae)
BSL122 (M. brasiliensis)

BSL407 (M. brasiliensis)

BSL450 (M. brasiliensis)

BSL474Y (M. brasiliensis)

BSL484 (M. brasiliensis)

BSL629Y (M. rhodesiae)

BSL398 (M. smegmatis/M. goodii)
BSL395 (M. agri)

BSL123 (M. flavescens)

BSL469 (M. flavescens)

BSL378 (M. holsaticum)

BSL386 (M. holsaticum)

BSL474C (M. holsaticum)

BSL498 (M. holsaticum)

BSL502 (M. celatum)

BSL480 (M. colombiense/M. bouchedurhonense)
BSL508 (M. avium complex)

BSL513 (M. vulneris/M. intracellulare)
M. asiaticum ATCC 25276

BSL401 (M. asiaticum)

BSL447 (M. asiaticum)

M. bovis GTC602

g
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BcBcciicfcc GHTcCHAGH

[2NoNoNaNoNoNaNaNa NN NoNoNoNoNo oo oo NN NaNoNoNoNo)

[N Ne oo NN NN N No oo Na ool NN o N Mool a)
(eNoNoNoNoNoNo NN NN NoNoNoNeNoNoNoNoNoNoNoN®)

GTGHGG

GGEGTGG GATGGGHE

G
G
G
G
G
G
G

Consensus TGCGGTGTGG GATGGGCCCG CGGCCTATCA GCTTGTTGGT GGGGTGATGG CCTACCAAGG CGACGACGGG

conceson, [ RN R TRERIECERT ORI T TR TETTmTAe

276
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230
230
230
230
223
230
230
224
253
230
230
245



M. moriokaense CIP105393 FHCEEGGE
BSL125 (M. moriokaense) [

BSL400 (M. moriokaense/M. barrassiae)
BSL453 (M. moriokaense/M. barrassiae)
BSL499 (M. moriokaense /M. barrassiae)
BSL122 (M. brasiliensis)

BSL407 (M. brasiliensis)

BSL450 (M. brasiliensis)

BSL474Y (M. brasiliensis)

BSL484 (M. brasiliensis)

BSL629Y (M. rhodesiae)

BSL398 (M. smegmatis/M. goodii)
BSL395 (M. agri)

BSL123 (M. flavescens)

BSL469 (M. flavescens)

BSL378 (M. holsaticum)

BSL386 (M. holsaticum)

BSL474C (M. holsaticum)

BSL498 (M. holsaticum)

BSL502 (M. celatum)

BSL480 (M. colombiense/M. bouchedurhonense)
BSL508 (M. avium complex)

BSL513 (M. vulneris/M. intracellulare)
M. asiaticum ATCC 25276

BSL401 (M. asiaticum)

BSL447 (M. asiaticum) [
M. bovis GTC602 [T
Consensus TAGCCGGCCT

100%
Conservation
0%

3?0 3Z|0 340
GHcGBAcGGEcE EEcG
BcH [elc]

Bch
GIG.GGG.G.

| [eletelul
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GAGAGGGTGT CCGGCCACAC TGGGACTGAG ATACGGCCCA GACTCCTACG

fele] [efe] |:1e | ]

GGAGGCAGCA

T T

346
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293
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323
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A 300
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M. moriokaense CIP105393 G AcBc ABcEEGE 416

BSL125 (M. moriokaense) G AcBc ABcEBEcBcTc 370

BSL400 (M. moriokaense/M. barrassiae) G Bclc BABcBEcBcTc 369
BSL453 (M. moriokaense /M. barrassiae) ] BcBc BEcEBEcEcTG 367
BSL499 (M. moriokaense /M. barrassiae) ] AcBc ABcBEcBcTc 369
BSL122 (M. brasiliensis) G AcBc ABcEBEcBcTc 371

BSL407 (M. brasiliensis) G Bclc BABcBEcBcTc 372

BSL450 (M. brasiliensis) G BclEc AEcEBEcEcTG 372

BSL474Y (M. brasiliensis) G AcBc ABcBEcBcTc 372

BSL484 (M. brasiliensis) G AcBc ABcEBEcBcTc 372

BSL629Y (M. rhodesiae) G Bclc BABcBEcBcTc 377

BSL398 (M. smegmatis/M. goodii) G BclEc ABcEBEcEcTG 372
BSL395 (M. agri) ] AcBc ABcBEcBcTc 373

BSL123 (M. flavescens) G AcBc ABcEBEcBcTc 369

BSL469 (M. flavescens) G Bclc BABcBEcBcTc 372

BSL378 (M. holsaticum) G AcBc AEcBEcBcTG 370

BSL386 (M. holsaticum) G AcBc ABcBEcBcTc 370

BSL474C (M. holsaticum) G AcBc ABcEBEcBcTc 370

BSL498 (M. holsaticum) G Bclc BABcBEcEcTEc 370

BSL502 (M. celatum) G AcBc AEcBEcBcTG 363

BSL480 (M. colombiense/M. bouchedurhonense) BcEBc ] [chule] 370
BSL508 (M. avium complex) Aclc | [ehule 370

BSL513 (M. vulneris/M. intracellulare) BcEc | [ehule 364
M. asiaticum ATCC 25276 Ac@c | lehule] 393

BSL401 (M. asiaticum) AcBc GEGTG 370

BSL447 (M. asiaticum) l G 370

M. bovis GTC602 fcAfcEBAcEc BABcEBEcEcTC 385

Consensus GTGGGGAATA TTGCACAATG GGCGCAAGCC TGATGCAGCG ACGCCGCGTG GGGGATGACG GCCTTCGGGT

on. HHHHHHHHH‘ HHHHHHHHHH HHHHHHHHHH HHHHHHHHHH HHHHHHHHHH HHHHHHHHHH HHHHHHHHHH

Conservation
0%




M. moriokaense CIP105393

BSL125 (M. moriokaense)

BSL400 (M. moriokaense/M. barrassiae)
BSL453 (M. moriokaense/M. barrassiae)
BSL499 (M. moriokaense /M. barrassiae)
BSL122 (M. brasiliensis)

BSL407 (M. brasiliensis)

BSL450 (M. brasiliensis)

BSL474Y (M. brasiliensis)

BSL484 (M. brasiliensis)

BSL629Y (M. rhodesiae)

BSL398 (M. smegmatis/M. goodii)
BSL395 (M. agri)

BSL123 (M. flavescens)

BSL469 (M. flavescens)

BSL378 (M. holsaticum)

BSL386 (M. holsaticum)

BSL474C (M. holsaticum)

BSL498 (M. holsaticum)

BSL502 (M. celatum)

BSL480 (M. colombiense/M. bouchedurhonense)
BSL508 (M. avium complex)

BSL513 (M. vulneris/M. intracellulare)
M. asiaticum ATCC 25276

BSL401 (M. asiaticum)

BSL447 (M. asiaticum)

M. bovis GTC602

Consensus
100%

Conservation
0%
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GEAGGH 474
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ARG 440
ciBccicclc A 455

GTAGGTACAG AAGAAGCACC
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M. moriokaense CIP105393

BSL125 (M. moriokaense)

BSL400 (M. moriokaense/M. barrassiae)
BSL453 (M. moriokaense/M. barrassiae)
BSL499 (M. moriokaense /M. barrassiae)
BSL122 (M. brasiliensis)

BSL407 (M. brasiliensis)

BSL450 (M. brasiliensis)

BSL474Y (M. brasiliensis)

BSL484 (M. brasiliensis)

BSL629Y (M. rhodesiae)

BSL398 (M. smegmatis/M. goodii)
BSL395 (M. agri)

BSL123 (M. flavescens)

BSL469 (M. flavescens)

BSL378 (M. holsaticum)

BSL386 (M. holsaticum)

BSL474C (M. holsaticum)

BSL498 (M. holsaticum)

BSL502 (M. celatum)

BSL480 (M. colombiense/M. bouchedurhonense)
BSL508 (M. avium complex)

BSL513 (M. vulneris/M. intracellulare)
M. asiaticum ATCC 25276

BSL401 (M. asiaticum)

BSL447 (M. asiaticum)

M. bovis GTC602

Consensus
100%

Conservation
0%

520
|

GG BBcFAGGGEG 544
G GTAGGGTG 498
G cFBcccic 497
G GTAGGGTG 495
GG GTAGGGTG 497
G GTAGGGTG 499
G cFBcccic 500
G GTAGGGTG 500
GG GTAGGGTG 500
G GTAGGGTG 474
G cFfBcccic 505
G GTHAGGGHT 500
GG GTHAGGGHT 501
G GTHAGGGHT 497
G (elul - [efeleh] 500
G GTAGGGTG 498
G GTAGGGTG 498
G GTAGGGTG 475
G cFBcccic 498
- GHGGGG- - 405
G GTAGGGTG 510
G GTAGGGTG 510
G cFBcccic 504
G GTAGGGTG 533
GG GTAGGGTG 507
G GTAGGGTG 510
GG BcFBcccic 525

CGAGCGTTGT CCGGAATTAC TGGGCGTAAA

GTGCCAGCAG CCGCGGTAAT ACGTAGGGTG

LTTEETE TR TR EEE T M [T

GGCCAACTAC




M. moriokaense CIP105393

BSL125 (M. moriokaense)

BSL400 (M. moriokaense/M. barrassiae)
BSL453 (M. moriokaense/M. barrassiae)
BSL499 (M. moriokaense /M. barrassiae)
BSL122 (M. brasiliensis)

BSL407 (M. brasiliensis)

BSL450 (M. brasiliensis)

BSL474Y (M. brasiliensis)

BSL484 (M. brasiliensis)

BSL629Y (M. rhodesiae)

BSL398 (M. smegmatis/M. goodii)
BSL395 (M. agri)

BSL123 (M. flavescens)

BSL469 (M. flavescens)

BSL378 (M. holsaticum)

BSL386 (M. holsaticum)

BSL474C (M. holsaticum)

BSL498 (M. holsaticum)

BSL502 (M. celatum)

BSL480 (M. colombiense/M. bouchedurhonense)
BSL508 (M. avium complex)

BSL513 (M. vulneris/M. intracellulare)

M. asiaticum ATCC 25276

BSL401 (M. asiaticum)

BSL447 (M. asiaticum)

M. bovis GTC602

Consensus

Ecilc

GAGCTCTTAG

580

coserasy, [ I TR




