
  

Supplementary Figure S2
 

 

 

 

 

 

 

 

Figure S2: Schematic representation of the genomic organization of the first 100 000 bp of chromosome 3 of Fusarium circinatum. 
Count of the “TTAGGG/CCCTAA” repeat motif across the first 100 000 bp of this region was determined using a 10 000 bp sliding 
window and 5000 bp increments. 


