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Supplementary Material 

 

 

Supplementary Figure S1.  Absence of an evolution of the average fluorescence peak position 

(FLN) of LH2LL proteins as a function time (sequential measurement), highlighting the three 

spectral clusters (1, 2 and 3) which are described in the main body of the text.  
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Supplementary Figure S2.  Comparison of the LH2 fluorescence emission spectra originating 

from the bulk sample (black trace) and the averaged spectrum derived from the fitted LH2LL 

sms measurements (blue traces).  

 


