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Table S1: The 10 tripeptide library of the designed a-glucosidase inhibitory peptides and the details of the BIOPEP digestion of the peptides.

S/No | Tripeptide
1 SPA
2 SPM
3 TPA
4 TPM
5

6

7

8 KPM
9 RPA
10 [ ReM

All peptides with red highlights are hydrolysed during the BIOPEP digestion



Table S2: The 200 tetrapeptide library of the designed a-glucosidase inhibitory peptides and the details of the BIOPEP digestion of the peptides.

S/No Tetrapeptide
1 SAPA | SAPM

2 SCPA | SCPM

3 SDPA | SDPM

4 SEPA | SEPM

5 |G | BERM
6 SGPA | SGPM

7 SHPA | SHPM

8 SIPA SIPM

9

10

11 SMPA | SMPM
12 SNPA | SNPM
13 SPPA | SPPM
14 SQPA | SQPM
15 | BREN | BREN
16 SSPA | SSPM
17 STPA | STPM
18 SVPA | SVPM
19

20

All peptides with red highlights are hydrolysed during the BIOPEP digestion



Table S3: The 400 pentapeptide library of the designed a-glucosidase inhibitory peptides (from SPA) and the details of the BIOPEP digestion of the peptides.

No Pentapeptides designed from all possible combinations of SPA
1 SAAPA SCAPA SDAPA SEAPA SGAPA SHAPA SIAPA SMAPA SNAPA SPAPA SQAPA
2 SACPA SCCPA SDCPA SECPA SGCPA SHCPA SICPA SMCPA SNCPA SPCPA SQCPA
3 SADPA SCDPA SDDPA SEDPA SGDPA SHDPA SIDPA SMDPA SNDPA SPDPA SQDPA
4 SAEPA SHEPA SIEPA SMEPA SNEPA SPEPA SQEPA
5 SAFPA | | SIFPA” | SKFPA | | SMFPA_ | GNFPA | SPFPA | SRFPA_| [ SYFPA |
6 SAGPA SHGPA SIGPA | BKGPA | SMGPA SNGPA SPGPA SQGPA__ | BRGPA | | BYGPA |
7 SAHPA SCHPA SDHPA SEHPA SHHPA SIHPA SMHPA SNHPA SPHPA SQHPA
8 SAIPA SCIPA SHIPA SIIPA SMIPA SNIPA SPIPA SQIPA
=i B B i & i B B =
10
11 SAMPA SCMPA SIMPA | SKMPH | SMMPA SNMPA SPMPA SQMPA | SRMPA | | SYMPA |
12 SANPA SCNPA SINPA_ | BRNPA | SMNPA SNNPA SPNPA SQNPA SRNPA | SYNPA |
13 SAPPA SCPPA SIPPA | BKBRA | SMPPA SNPPA SPPPA SQPPA SRPPA| | SYPPA |
14 SAQPA SCQPA SIQPA SMQPA SNQPA SPQPA SQQPA
5| BN | SONBA It "SWBA | BNABA | BENBA | f t
16 SASPA SCSPA SISPA SMSPA SNSPA SPSPA SQSPA
17 SATPA SCTPA SITPA SMTPA SNTPA SPTPA SQTPA
18 SAVPA SCVPA SIVPA | BRVBA | SMVPA SNVPA SPVPA SQVPA | SYVPA |
19
. e . s =
All peptides with red highlights are hydrolysed during the BIOPEP digestion
Table S4: The 400 pentapeptide library of the designed a-glucosidase inhibitory peptides (from SPM) and the details of the BIOPEP digestion of the peptides.
y Pentapeptides designed from all possible combinations of SPM
1 SMAPM
2 SMCPM
3 SMDPM
4 SMEPM
5
6 SMGPM
7 SMHPM
8 SMIPM
9

All peptides with red highlights are hydrolysed during the BIOPEP digestion




Table S5: The 400 pentapeptide library of the designed a-glucosidase inhibitory peptides (from TPA) and the details of the BIOPEP digestion of the peptides.

(N) Pentapeptides designed from all possible combinations of TPA
1 TAAPA TCAPA TDAPA TEAPA | TEBPA TGAPA THAPA TIAPA TKAPA | TLAPA TMAPA TNAPA TPAPA TQAPA TRAPA TSAPA | TTAPA | TVAPA | TYAPA |
2 | TACPA TCCPA TDCPA TECPA TGCPA THCPA TICPA TMCPA TNCPA TPCPA TQCPA TSCPA_| TTCPA | TVCPA
3| TADPA TCDPA TDDPA TEDPA TGDPA THDPA TIDPA TMDPA TNDPA TPDPA TQDPA TSDPA_| TTDPA
4| TAEPA TCEPA TDEPA TEEPA TGEPA THEPA TIEPA TMEPA TNEPA TPEPA TQEPA TSEPA | TTEPA
5 | [AGEA | OEA | WDERA | WEEeA | | TGFPA__ | TTHFPA | TNFPA__| TPFPA_ | TQFPAL | | WSFPA_| TTFPA_|
6 TAGPA TCGPA TDGPA TEGPA | BEGPA | TGGPA THGPA TIGPA | IKGPA | MRGPA TMGPA TNGPA TPGPA TQGPA | MRGPA | TSGPA | TTGPA | TYePA |
7 TAHPA TCHPA TDHPA TEHPA | TEHPA TGHPA THHPA TIHPA TKHPA | TLHPA TMHPA TNHPA TPHPA TQHPA TRHPA TSHPA | TTHPA | TYRPA |
8 | TAIPA TCIPA TDIPA TEIPA TGIPA THIPA TIPA TMIPA TNIPA TPIPA TQIPA TSIPA__| TTIPA
9 | TGKPA' | TTHKPA | TNKPA__| TPKPA_ | TQKPA | | TSKPA | TTKPA |
10 TGLPA THLPA TILPA TNLPA TPLPA TQLPA TSLPA | TTLPA
11 | TAMPA | TCMPA TDMPA | TEMPA TGMPA | THMPA | TIMPA TNMPA | TPMPA TQMPA TSMPA | TTMPA | TVMPA
12| TANPA TCNPA TDNPA TENPA | [ENPA TGNPA THNPA TINPA TKNPA | TTLNPA TNNPA TPNPA TQNPA BRNBA | TSNPA | TTNPA | TVNPA | TYNPA |
13 | TAPPA TCPPA TDPPA TEPPA | [EBRA TGPPA THPPA TIPPA TKPPA | TLPPA TNPPA TPPPA TQPPA TRPPA TSPPA__| TTPPA_ | TVPPA TYPPA
14 | TAQPA TCQPA TDQPA TEQPA | IEQPA | TGQPA THQPA TIQPA | IKOPA | TEGRA TNQPA TPQPA TQQPA | ROPA [ TSQPA | TTQPA | TYQPA |
15 | ARRA | [ORRA | (DREA | WERRA | | TGRPA | THRPA | TIRPA | | TPRPA__ | TQRPA | | TSRPA | TTRPA |
16 | TASPA TCSPA TDSPA TESPA TGSPA THSPA TISPA TNSPA TPSPA TQSPA TSSPA_| TTSPA
17_| TATPA TCTPA TDTPA TETPA TGTPA THTPA TITPA TNTPA TPTPA TQTPA TSTPA | TTTPA
18 | TAVPA TCVPA TDVPA TEVPA TGVPA THVPA TIVPA TNVPA TPVPA TQVPA TSVPA | TTVPA
19 | TAWPA | TCWPA | TDWPA | TEWPA | TFWPA | TGWPA | THWPA | TIWPA | TKWPA | TLWPA TNWPA | TPWPA | TQWPA | TRWPA | TSWPA | TTWPA | | TYWPA |
20 | BN | NOWSA | NOWSH | NEWOA | WWOA | NGB | RNVIA | VA | WG | OGN | TNYPA | TPYPA  TQVPA | TRYPA | TSYPA | TTYPA | TYYPA ]
All peptides with red highlights are hydrolysed during the BIOPEP digestion
Table S6: The 400 pentapeptide library of the designed a-glucosidase inhibitory peptides (from TPM) and the details of the BIOPEP digestion of the peptides.
’c\‘) Pentapeptides designed from all possible combinations of TPM
1| TAAPM TCAPM TDAPM TEAPM TGAPM THAPM TIAPM TMAPM TNAPM TPAPM TQAPM TSAPM TTAPM TVAPM
2| TACPM TCCPM TDCPM TECPM TGCPM THCPM TICPM TNCPM TPCPM TQCPM TSCPM TTCPM
3| TADPM TCDPM TDDPM TEDPM TGDPM THDPM TIDPM TNDPM TPDPM TQDPM TSDPM TTDPM
4| TAEPM TCEPM TDEPM TEEPM TGEPM THEPM TIEPM TPEPM TQEPM TSEPM TTEPM
5 | TAERM | ORM | RN | WEERM | | TGFPM__ [ THFPM__| | TPFPM__ [ TQFPM__| | TTFPM__|
6 | TAGPM TCGPM TDGPM TEGPM TGGPM THGPM TIGPM TPGPM TQGPM TSGPM TTGPM
7 | TAHPM TCHPM TDHPM TEHPM TGHPM THHPM TIHPM TPHPM TQHPM TSHPM TTHPM
8 | TAIPM TCIPM TDIPM TEIPM TGIPM THIPM TIIPM TPIPM TQIPM TSIPM TTIPM
9

N
d
d
.

TCMPM TDMPM

TEMPM

TGMPM

THMPM

i .

i

TPSPM

TQSPM

TPMPM_|_TQMPM TSMPM_|_TTMPM
TPNPM TQNPM TSNPM TTNPM
TPPPM TQPPM TSPPM TTPPM
TPQPM TQQPM TSQPM TTQPM

| TPRPM | TORPM | | TSRPM | TTRPM

TSSPM

TTSPM

TPTPM

TQTPM

TSTPM

TTTPM

12 TANPM TCNPM TDNPM TENPM TGNPM THNPM
13 TAPPM TCPPM TDPPM TEPPM TGPPM THPPM
14 | TAQPM TCQPM TDQPM TEQPM TGQPM THQPM
15 | AREN | JOREN | DR | NEREN ToRPM | TAReM | TIRPM |
16 TASPM TCSPM TDSPM TESPM TGSPM THSPM
17 TATPM TCTPM TDTPM TETPM TGTPM THTPM
18 TAVPM TCVPM TDVPM TEVPM TGVPM THVPM
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Table S7: The 400 pentapeptide library of the designed a-glucosidase inhibitory peptides (from YPA) and the details of the BIOPEP digestion of the peptides.

Pentapeptides designed from all possible combinations of YPA
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Table S8: The 400 pentapeptide library of the designed a-glucosidase inhibitory peptides (from YPM) and the details of the BIOPEP digestion of the peptides

Pentapeptides designed from all possible combinations of YPM
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ptides with red highlights are hydrolysed during the BIOPEP digestion




Table S9: The 400 pentapeptide library of the designed a-glucosidase inhibitory peptides (from RPA) and the details of the BIOPEP digestion of the peptides

Pentapeptides designed from all possible combinations of RPA
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Table S10: The 400 pentapeptide library of the designed a-glucosidase inhibitory peptides (from RPM) and the details of the BIOPEP digestion of the peptides

Pentapeptides designed from all possible combinations of RPM
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All peptides with red highlights are hydrolysed during the BIOPEP digestion




Table S11: The 400 pentapeptide library of the designed a-glucosidase inhibitory peptides (from KPA) and the details of the BIOPEP digestion of the peptides

Pentapeptides designed from all possible combinations of KPA
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ptides with red highlights are hydrolysed during the BIOPEP digestion
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Table S12: The 400 pentapeptide library of the designed a-glucosidase inhibitory peptides (from KPM) and the details of the BIOPEP digestion of the peptides

Pentapeptides designed from all possible combinations of KPM
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All peptides with red highlights are hydrolysed during the BIOPEP digestion




