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process process GO term Description P-value FDR g-value Enrichment (N, B, n, b)
G0:0045455 Ecdysteroid metabolic process 1.04E-006 6.15E-003 25.63 (6253,20,61,5)
GO0:0034754 Cellular hormone metabolic process 2.20E-006 6.52E-003 22.28 (6253,23,61,5)
G0:0008202 Steroid metabolic process 4.20E-006  8.31E-003 19.71 (6253,26,61,5)
G0:0042445 Hormone metabolic process 1.23E-005 1.82E-002 16.02 (6253,32,61,5)
aromatic loh ) GO0:0006629 Lipid metabolic process 1.33E-005 1.57E-002 4.80 (6253,235,61,11)
aming acid alpiacatnine G0:0010817 Regulation of hormone levels 1.44E-005 1.42E-002  15.53 (6253,33,61,5)
family metabolic acid metabolic G0:0042180 Cellular ketone metabolic process ~ 1.44E-005 1.22E-002  15.53 (6253,33,61,5)
process process G0:0044281 Small molecule metabolic process 1.79E-005 1.33E-002 3.42 (6253,449,61,15)
GO0:0071616 Acyl-coA biosynthetic process 4.78E-005 3.15E-002 38.44 (6253,8,61,3)
GO0:0035384 Thioester biosynthetic process 4.78E-005 2.83E-002 38.44 (6253,8,61,3)
GO0:0006637 Acyl-coA metabolic process 1.83E-004 9.84E-002 25.63 (6253,12,61,3)
G0:0035383 Thioester metabolic process 1.83E-004 9.02E-002 25.63 (6253,12,61,3)
tyrosine GO0:0006570 Tyrosine metabolic process 2.79E-004 1.27E-001 68.34 (6253,3,61,2)
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heterocyclic organic cyclic : : GO term Description P-value FDR g-value Enrichment (N, B, n, b)
receptor signal transducer transferase oxidoreductase : = —
compound compound actiSit d Attt Attt aEtit G0:0008812 Choline dehydrogenase activity 8.84E-007 2.11E-003 102.51 (6253,3,61,3)
binding binding ¥ ¥ ¥ ¥ GO0:0016614 Oxidoreductase activity, acting on CH-OH group of donors ~ 4.38E-006  5.22E-003  10.25 (6253,70,61,7)
GO0:0050660 Flavin adenine dinucleotide binding 4.28E-005 3.40E-002 12.50 (6253,41,61,5)
G0:0004888 Transmembrane signaling receptor activity 7.14E-005 4.25E-002 4.93 (6253,187,61,9)
GO0:0008194 UDP-glycosyltransferase activity 1.03E-004 4.89E-002 10.46 (6253,49,61,5)
. G0:0004872 Receptor activity 1.85E-004 7.35E-002  3.93(6253,261,61,10)
transferase oxidoreductase G0:0038023  Signaling receptor activity 2.15E-004 7.33E-002  4.27 (6253,216,61,9)
nucleoside signaling activity, activity, G0:0060089 Molecular transducer activity 8.93E-004 2.66E-001  3.22 (6253,318,61,10)
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