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Appendix 1. Raw sequence data of the two rzgions within the B-tubulin gene (designated as
B-tub 1a/1b and B-tub 2a/2b) and the ITS1, conserved 5.8S and ITS2 regions of the rDNA
operon. The start of each region is indicated above the alignment. The exon regions of the
B-tubulin gene as well as the conserved 5.8S region of the rDNA operon are indicated in red.
Unknown sequence characters are indicated with a “N”, while gaps inserted to achieve
sequences alignment are indicated with “-“. Bases matching those of CMW 2113 are
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Appendix 2. Raw sequence data of the two regions sequenced within the B-tubulin gene
(designated as B-tub 1a/l1b and P-tub 2a2b) and the ITSI, conserved 5.8S and ITS2
regions of the rDNA operon. The start of each region is indicated above the alignment.
The exon regions of the B-tubulin gene as well as the conserved 5.8S region of the DNA
operon are in bold and boxed. Unknown sequence characters are indicated with a “N”,

while gaps inserted to achieve sequences alignment are indicated with “-“. Bases

matching those of CMW 8757 are indicated with a “.”.
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Appendix 3. Raw sequence data of the two regions within the -tubulin gene (designated as
B-tub 1a/1b and B-tub 2a/2b) and the ITSI1, conserved 5.8S and ITS2 regions of the rDNA
operon. The start of each region is indicated above the alignment. The exon regions of the
B-tubulin gene as well as the conserved 5.85 region of the rDNA operon are indicated in
bold and boxed. Unknown sequence characters are indicated with a “N”, while gaps

inserted to achieve sequences alignment are indicated with “-*. Bases matching those of

CMW 1856 are indicated with a “.”
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Appendix 4. Raw sequence data of the two rzgions within the B-tubulin gene (designated as
B-tub 1a/1b and B-tub 2a/2b) and the ITS1, conserved 5.8S and ITS2 regions of the rDNA
operon. The start of each region is indicated above the alignment. The exon regions of the
B-tubulin gene as well as the conserved 5.85 region of the rDNA operon are in bold and
boxed. Unknown sequence characters are indicated with a “N”, while gaps inserted to
achieve sequences alignment are indicated with “-. Bases matching those of CMW 8756

are indicated with a “.
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——————————————— -C..C ..-—m————— —————— R G ——=..... C..=-——-C. —— ==
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Appendix 5. Raw sequence data of the two regions (designated as B-tub 1a/1b and B-tub
2a/2b) within the B-tubulin gene and the ITS1, 5.8S and ITS2 regions of the rDNA operon.
The start of each region is indicated above the alignment. The exon regions of the B-
tubulin gene as well as the conserved 5.&S region of the rDNA operon are in bold and
boxed. Unknown sequence characters arz indicated with a “N”, while gaps inserted to
achieve sequences alignment are indicated with “-“. Bases matching those of CMW 8757

are indicated with a “.”
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CMW 1652 ---------- -- ..AA.T ..AC..A. G..TTG-~--- ———=—————- -~ G...GT.T G---...... C..GTCTTTC
CMW 10477 CCCCTTGCCT CC....AA.T T...ATA.AG ---TCGTCTC T--------- -- G...... T .- ——...... C-.GT.TCTC
CMW 10455 CCCCTTGCCT CC....AA.T T...ATA.AG ---TCGTCTC T--------- -- G...... T === .. C-.GT.TCTC
CMW 10788 CCCCTTGCCT CC....AA.T T...AT..AG ---TCGTCTC T--------- -- G...... T ===, C-.GT.TTTT
CMW 10789 CCCCTTGCCT CC....AA.T T...AT..AG ---TCGTCTC T-----=--- -- G...... T .———. ... C-.GT.TTTT
CMw 10442 CCCCCACACA CCCGTTGG-- ------ CGC. T.T..-G.G- ----GCTGTC AGG...... T .TTT...G C.Ce-—-—- TA
CMW 2091 CCCCCACACA CCCGCTGG-- --~=-~- CGC. T.T..-G.G- ----GCTGTC AGG...... T .TTT...G C.C----- TA
CMW 10465 CCCCCCAACA CCC.AGACC. .CT..GCGC. T.T...G.G. GAGGGCTGTC AGG...... T .CT-...... C.C----- TA
CMW 5288  ----- CCACA CGA.C.AA.T ~——=———=7— m-———=———— —r-m—————— ——— = .T .GC~-..GCTG A.ACTGT---
CMW 5587 = ----- CCACA CGA.C.AA.T —-—=—=—=—=———= ———mem-c——= ——-mm—m——m ——m———— . T .GC-..GCTG A.ACTGT---
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. . . . . . . .1
8757 CCT-CCT--- --—-— GCTG-C ACCAG-GCGG ----- CGCGC CTC--GAG-C TTCCC--GCT GACCA-CTGC ACAGC
8758 T R i mmm—— .. R T e e e et e e eeaeaaan
1853 R P et m e e e e mm e T m e = e e e et et
62 T e B e mmm—— ... e T T e e e e e et e et e e ieaeeaean
2113 R ittt B e e m— T e e e e et e ettt e e
8755 e —m—— B e mmme— L. R T e e e et e
1840 T e —— - R —e . mm——— L. e T e T e eea e e et e
8756 e e ———— e e e ™4 aeaan e mmm——— .. T e T e —— et e S S
2628 et . e eeeen e e — . L= e e e e e e Y
10782 T..A...-——— —-- CG. T-. C.. ~-CAA. ATAGA....A ..TGT...A ..T-- T..-.CA., T........
10784 T..A...-—— —-— CG...T-. C.. -CAA. ATAGA....A ..TGT...A ..T—- ..TL.-.CAL . T.. ...,
10783 T..A...-—— —- CG...T-. C....-CAA. ATAGA....A ..TGT...A .T-- T..-.CA. .T........
10786 T..A...-—— —-- CG...T-. C.. -CAA. ATAGA....A ..TGT A ..T-- T..-.CA. .T........
10787 T..A...-—— —- CG...T-. C.. ~-CAA. ATAGA....A ..TGT A ..T-- T..-.CA. T........
11294 T..A...=-== —- CG...T-. C.. -CAA. ATAGA....A ..TGT...A I T..-.CA. .T........
10785 T..A...-—— —- CG...T-. C.. -CAA. ATAGA....A ..TGT A ..T-- T..-.CA. .T........
10518 T..A...-——— -—- CG...T-. C. -CAA. ATAGA....A ..TGT...A .T-- T..-.CA. .T........
10463 R S it CcG...T-. C....-CAA. ATAGA....A ..TGT...CT ....T-- G.-.CA. .T........
10484 TGTAT T TTAC ACCG TTG C. ... ACAA. ACAGA. . ... P AT 44 A R 1 A, A.CA. . T... ...,
10436 .G.A...TAC ACCG TTG C....ACAA. ACAGA..... .. T-——-...CT C...TT-... ..... A.CA. .T........
10790 AT, .-~ —— CG T-. C.A..-CAA. ACAGA....A T-- CT Tl ... -.CA T........
7047 AT, = - CG...T-. C.A..-CAA. ACAGA....A T-- CT -l ... -.CA T........
7048 AT - —— CG...T-. C.A..-CAA. ACAGA....A T—- CT B -.CA T........
1651 AT, - == CG...T-. C.A..-CAA. ACAGA....A T-- CT -l .. -.CA T........
1652 AT..--- -- CG...T-. C.A..-CAA. ACAGA....A T-- CT ....T——... ..... -.CA T ee....
10477 G.G TAC ACCG TTG C. ACAA. ACAGA..... T-- cTrC... TT-... ..... A.CA. ...,
10455 .G.G...TAC ACCG...TTG C. ACAA. ACAGA..... T-- ctrC...TT-... ..... ACA. ..........
10788 .G.G...TAC ACCG...TTG C. ACAA. ACAGA..... T-- cTtC... TT-... ..... A.CA. ..........
10789 .G.G...TAC ACCG...TTG C. ACAA. ACAGA..... T-- CTC...TT-... ..... A.CA. ..........
10442 e amm—m——— ——— ACTGCTG C..G.CC--- —-- GA..... --.G.C. Cc.T..CC... ..... -.C.e iee i
2091 e e mmmm—— = ACTGCTG C..G.CC--- --- GA..... c..-—.G.C. C.T..CC... ..... -.C.. e,
10465 T..A...-=~ —-— cG...T-. C....-CAA. ATAGA....A ..TGT...A- C.T..T- T..-.CA T........
5288 .TCGTA.CC~ ---CCTGCC. ..TG.TCTC. TCCTCTC--. ...-———-— GG C.TGGC-A. -..A T.....
5587 .TCGTA.CC- ---CCTGCC. ..TG.TCTC. TCCTCTC--. ...-———- GG C.TGGC-A. -..AT T.....
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——————————————————————————————————— GACCG
TCCACTTC-~ —————mmmmm ———m————m T GGTACAGG. .
TCCACTTC-= —---———mm= ====——=== T GGTACAGG..
TCCACTTC-— —-——-===== =—======== T GGTACAGG. .
TCCACTTC-~ ——————=m== ==—=——===— T GGTACAGG. .
TCCACTTC-— ———mmmmmmm ——=mm———e T GGACA.GG..
PCCACTTC-~ —-——mmmmmm ————====— T GGTACAGG. .
Tccactee - T GCTACACC. .
TCCACTTC-— —=—=m—mmmm ——==m=———e T GGTACAGG. .
TCCCAAATCC CGGGCCCCTC ---GACTTCT GGCATAGG. .
-TTTCCGAAT TTTGGGAAAA GGGAA-CTTT -------- .C
~-TTTCCCGAT TTTGGGAAAA GGCAAACTTT -------- .C
-TTTCCGGGG CCC-TC---- --- GACTTCT GGTATAGG. .
-TTTCCGGGG CCC-TC---- -=-- GACTTCT GGTATAGG. .
CTTTCCGGGG CCC-TC---- --- GACTTCT GGTATAGG. .
-TTTCCGGGG CCT-TCT--- --- GACTTCT GGTATAGG. .
-TTTCCGGGG CCTT------ --- GACTTCT GGTATAGG. .
CTCTCCC-=~ —mmmmmmmmm === GACTTCT GGCATAGG. .
CTCTCCC--— ——mmmmmmmm === GACTTCT GGCATAGG. .
CTCTCCC--— ———m—mmmmm === GACTTCT GGCATAGG. .
CTCTCCC--- —mmmmmmmm= ——= GACTTCT GGCATAGG. .
----------------------- GCCCC-T GGCGT. . . . .
——————————————————————— GCCCC-T GGCGT. . ...
TCCACTTC-~ —-—-m==mm= =m——————= T GGTACAGG. .
GTTTCCCGCC G---TCGC-C AAGGCCTTG- ------—---
GTTTCGCGCC G---TCGC-C AAGGCCTTG- ----------
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. . . . . . . .1
GC-—————== mmm et r m e — memmmmm——m mmmmmm—m—— mmm———me—e e —m e TCCC C-CACCG--C
AAAGAGAATA AAAAAATACT T-TTTTCTCT CTCTCTCCC- --~--- CTCT- ---CCCCCC- GC----- .TT .-T. ~--T
AAAGAGAATA AAAAAATACT T-TTTTCTCT CTCTCTCCC- ----- CTCT- ---CCCCCC- GC-~--- .TT .-T. --T
AAAGAGAATA AAAAAATACT T-TTTTCTCT CTCTCTCCC- —---- CTCT- ---CCCCCC- GCm==--- .TT .-T....--T
AAAGAGAAGA AAAAAATACT T-TTTTCTCT CTCTCTTCC- ----- CTCC- ---Cceecece GC-—-—- T™T .-T. --T
AAAGAGAAGA AAAAAATACT T-TTTTCTCT CTCTCTTCC- --=--- CTCC- ---CCCCcCcCcC GC----- .TT .-T. ~--T
AAAGAGAATA AAAAAATACT T-TTTTCTCT CTCTCTCTC- ---CCCTCT- ---CCCCCC- GC----- .TT .-T. --T
AAAGAGAAGA AAAAAATACT T-TTTTCTCT CTCTCTTCC- ————- cTCC- —-—--CCCCCCC GC----- . TT .-T....--T
---GAGA-GA G--———=——-~ -TCTCTCTCT CCTTCCTTC- ----- TCGC- —-==—m——— ——————— TT .-T==-..--T
---GAGA-GA G-—-—-———--- -TCTCTCTCT CCTTCCTTC- ----- TCGC- - —=--—————= ——————~— ™ .-T....--T
. TAAAAGAGG AGAATCTTTT T------—- cT ccrreTrTTC TTTTT----- —--—- TCCCCC CCT-~-~ .T.CATCCGT
. TAAAAGAGG AGAATCTTTT T---—-—-- cr ccrrertrrCc TTTTT----- —-=-- TCCCCC CCT---.... .T.CATCCGT
———————— TT GGCGAAGGCA G-ATTTTCTT CCTTCTCCC- -----CTCC- ---CTTCCCC cccccC..TT .-.....--T
———————— TT GGCGAAGGCA G-ATTTTCTT CCTTCTCCC- -----CTCC- ---CTCCCCC CcCcC---..TT .-.....--T
———————— TT GGCGAAGGCA G-ATTTTCTT CCTTCTCCC- -----CTCC- ---CTCCCCC cCcC---..TT .-.....--T
———————— TT GGCGAAGGCA G-ATTTTCTT CCTTCTCCC- -----CTCC- -~--CTCCCCC CCC---..TT .~-.....--T
———————— TT GGCGAAGGCA G-ATTTTCTT CCTTCTCCC- ~----CTCC-~ ---CTCCCCC CCC---..TT .-.....--T
AAAAAAAAMAA AA--GGGGGG AAATTT-GTT TCCCCCTTTT TTTTTT---- ~--- TCCCCC CCT~--.... .TTTATCCGG
AAAAAAAAAA AA--GGGGGG AAATTCTGTT TCCCCTTTT- CTTTT----- -—--- TCCCCC CCT---.... .TTCATCCGT
AAAAAAAAAA AAAAGGGGGG AA-TTCTGTT TCCCCTTTTT CTTTT----~- —-—--—- TCCCCC CCT---.... .TTCATCCGT
AAAAAAAAAA AAAAGGGGGG AA--TCTGTT TCCCCTTTTT CTTTT----- —---- TCCCCC CCT--- . TTCATCCGT
--GCC-==-= mmmm e e mr e m e e e mmme— ——seee e .---.ACCGT
——GCC--—-— mm et e mmm e m s e e mmmm e —m— e .———.ACCGT
ATGCC----- - mm e e m s e mm e — e m—— e cC... .T--TACCGT
—————————————————————————————————————————————— TCCC CACCGAGGCC CCTT------ —————————-
—————————————————————————————————————————————— TCCC CACCGAGGCC CCTT-m=—== ==————————
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GCAAG--CAG T------ GGA G--CAGGCCC GCCGGCGGCC CACCAAACTC TTTGTTTTTA GAA-CGTATC TCTTCTGAGT
..... -- —————- e it eeeeeeaean B T et e
C--G.. .—-===--- e et te et et aeee eeaeaaaae e e T e e
.A--.G. .TGTT-- T e ittt e e e eeeaeaee eeeeeaaa T..-.C...v i
A--.G. .TGTT-- S e ettt e e et eeeeaaaee eeeaeeaaa T..-.C.... oo
.A--.G. .TGTT-- T et iee ee e e maeasase sesareean T..-.C.... ...
.A--.G. .TGTT-- e T T..-.C.... o ..
A--.G. .TGTT-- e T..-.C.... i
A--.G. .TGTT-- T e et ie et et aeeeea T..C.TATCT CT.CTGAGTA
A--.C. .TCTT-- S T -C.
A--.G. .TGTT-- S e et e i meaeaaaaas T..-.C... e
A--.G. .TGTT-- T T T..-.C.... ...
T...AA.G. .TGCT-- e e et s T A..-C..ov ool
T...AA.G. .TGCT--... ==ttt tiveneannn . - S
A--.G. TGTTGG. .. c== i it i i iiiiieaas 1 T..-.Co.vv i
LA--.G. JTGTTGG. .. c= =it tiiiiee e P T..-.C.... oo
A--.G. JTGTTGG. .. ==ttt it tiiaaae e P T..-.C..v i
A--.G. JTGTTGG. .. o= — .ttt ih i ieiaeeans I T..-.C...v i,
e A——.GL LTGTTGG. .. ==t tiiiienann . T..-.C...v v,
.A..AAT.G. GGGCT--... A--....... Coovivin TT..... T A..-.C.. T..T.....
.T..AAT.G. GTGCT--... .-- Gol i TT...... G..... A..A.C... B
.T..AAT.G. GTGGT--... ==ttt crennnns 0 A..-.CC.. B
.T..AAT.G. GTGCT--... .--....... Covvinnt 0 A..-.CC.. Tl
——————— A AGCGGT-—-G .AG. ..t tttmtnrane ermmeanaee vomneneens «C-oiiiio LCllln,
——————— A AGCGGT--=G .AG. ... ..t titunonnnee cntoranans vannnanees C-oiiiis oCllel...
A.----T.GC G---GT--.G .AG....... ....cv.... T......... -.G..... B
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