
 
 
 

©©  UUnniivveerrssiittyy  ooff  PPrreettoorriiaa  

 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



Lockhart, DJ, Dong, H. , Byme, MC, Follettie, MT, Gallo, MY, Chee, MS, 

Mittmann M., Want, c., Kobayashi, M., Horton, H. & Brown, EL (1996) 

Expression monitoring by hybridization to high-density oligonucleotide arrays. 

Nature Biotech 14: 1675 - 1680. 

Lockhart DJ, Winzeler EA (2000) Genomics, gene expression and DNA arrays. 

Nature 405: 827 - 836. 

Lynch M, Walsh B (1997) Genetics and analysis of quantitative traits. Sinauer 

Associates, Inc. MA. 

Mackay IJ, Caligari PDS (2000) Efficiencies ofF2 and Backcross Generations for 

Bulked Segregant Analysis using dominant markers. Crop Sci 40: 626 - 630. 

Mackill DJ, Salam MA, Wang ZY, Tanksley SD (1993) A major photoperiod

sensitivity gene tagged with RFLP and isozyme markers in rice. Theor Appl Genet 

85: 536 - 540. 

Markert CL and Moller F (1959) MUltiple forms of enzymes: Tissue, ontogenetic, 

and species-specific patterns. Proc Nat Acad Sci USA 5: 753 - 763. 

Marshall A, Hodgson J (1998) DNA chips: an array of possibilities. Nature 

Biotech 16: 27 - 31. 

Mc Beath G (2002) Protein microarrays and proteomics. Nature Genet 

Supplement 32: 526 - 532. 

Mc Dowell JM, Woffenden J. (2003) Plant disease resistance genes: recent insight 

and potential applications. Trends Biotech 21: 178 - 183. 

Mc Entyre J (1998) Linking up with Entrez. Trends Genet 14: 39 - 40. 

40 

 
 
 



Mehlenbacher SA, Brown RN, Davis JW, Chen H, Bassil NY, Smith DC, Kubisiak 

(2004) RAPD markers linked to eastern filbert blight resistance in Corylus 

Theor Appl Genet 108: 651 - 656. 

CO, Fernandez 1M (2003) Carbohydrate Microarrays. Chern Bio Chern 3: 

- 822. 

~elotto M, Afanador L, Kelly ill (1996) Development ofa SCAR marker linked 

the! gene in common bean. Genome 39: 1216 - 1219. 

Michelmore RW, Paran I, Kesseli RV (1991) Identification of markers linked to 

disease-resistance genes by bulked segregant analysis: A rapid method to detect 

m.r"~'" in specific genomic regions by using segregating populations. Proc Nat! 

Sci USA 88: 9828 - 9832. 

~Michelmore RW (1995) Isolation of disease resistance genes from crop plants. 

Opin Biotech 6:145-152. 

Moore ERB, Mau M, Amscheidt A, EC Bottger, Hutson RA, Collins MD, van de 

Peer Y, de Wachter R, Timmis KN (1996) The determination and comparison of 

the 16S rRNA gene sequences of species of the genus Pseudomonas (sensu stricto) 

and estimation of the natural intrageneric relationship. Syst Appl Microbiol 19: 478 

-492. 

Myburg H, Gryzenhout M, Wingfield BD, Wingfield MJ (2002) ~-tubulin and 

Histone H3 gene sequences distinguish Cryphonectria cubensis from South Africa, 

Asia and South America. Can J Bot 80: 590 - 596. 

41 

 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



 
 
 



Figure I . Schematic r epresentation 0 f t he m icroarray-based geootyping m ethod 

used in this study. Note that a pooled DNA sample was used to prepare the genome 

representation that was printed 00 the array. Also, the length of the selectively 

amplified restriction fragments determine the number of incorporated dye 

molecules per fragment, and therefore the average intensity of the corresponding 

spot on the array. 
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Table I. List of primers developed for evaluation of CAPS markers 

Spot Number Primer Name& Sequence 

5' 3' 

312 F312 CATGGTGGGTGTATAGT 

312 RJI2 GGTTCCGAAGCTTGAGTAG 

178 Ft78 CCAGCTGCTGATGGAT 

178 Rt 78 lTACCTCTCTCGGCATCT 

352 F3S2 TGGGCTCTTCTTCTCC 

352 RJ52 CGGCGGAAGGGTAAAA 

4 F4 CTGCAGTGGGGAAAG 

4 R4 CTAAGACGCGTTGCACGA 

73 F73 CAGTGATGCCAGTGTA 

73 R73 ATCCGCCGGAAGGGTCAAA 

189 FI89 TGCAGTACGGAGGCTTGT 

189 RI89 CCGAGGATCTTGAATCTC 

167 FI67 TCCAGTGCAGTTGCCAACA 

167 Rt67 GAGCAGTAACCGTTGAC 

39 F39 CTGCCTGATGCAGACA 

39 RJ9 TACTGTCGGACGGGCAGAT 

• The forward primers (F) were used for genome walking. The reverse primers (R) 
were designed based on the genome walking products. 
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