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AI A2 A3 A4 A5 A6 A7 A8 A9 AIO All AI2

wat~'f a- d.:lI.1rin glycogen twe:e:n-40 twe:e:n-80 N-acc:tyl-D- N-ace:tyl-O- adonitol L-ara hi nose: I)-arahitol cdlohiose:
cyclode:lI.1rin galactosamine: glucosamine

RI B2 B3 B4 B5 B6 B7 B8 B9 BIO R11 B12

i-e:f)1hritol D-fructose: L-fucosc: D-galactose: ge:ntobiosc: a-D-glucose: m-inositol a-D-Iactose lactulose maltose O-mannitol I)-mannose:

CI C2 C3 C4 C5 C6 C7 C8 C9 CIO CII CI2

O-mdibiose: p-mc:thyl D- D-psicose: D-raffinose: L-rhamnose: D-sorbitol sucrose: D-tre:halosc: turanose: lI.)'litol me:lhyl mono-mc:thyl
glucoside: pyruvate: succinale:

01 D2 OJ D4 D5 D6 D7 D8 D9 010 011 012

ace:tic acid cis-aconitic citric acid formic acid D-galactonic D- D- D- D- a- p- y-
acid acid lactone: galacturonic gluconic acid g1ucosaminic g1ucoronic hydroxyhutyric hydroxyhutyric hydroxyhutyric

acid acid acid acid acid acid

EI E2 E3 E4 E5 E6 E7 E8 E9 EIO I'll 1'12

p-hydroxy itacon ic ac id a-kc:to butyric a-kc:to a-ke:to valeric D,L-Iactic malonic acid propionic quinic acid O-saccharic se:hacic acid succinic acid
phe:nylace:lic acid glutaric acid acid acid acid acid
acid

1'1 1'2 FJ 1'4 1'5 1'6 1'7 1'8 1'9 1'10 I'll 1'12

hromo succinamic glucuronamide: alaninamide: D-alanine I....alanine: I....alanyl- I.rasparagine: L-aspaJ1ic I?glutamic acid glycyl-L- glycyl-L-
succinic acid acid glycine: acid aspartic acid glulamic acid

GI G2 G3 G4 G5 G6 G7 G8 G9 GIO 011 012

L-histidine: hydroxy-L- L-Ie:ucine: L-ornithine: I.r L-proline: L- D-serine: I.rsc:rine: L-thre:onine: O,L-camiline: y-amino hutyric
proline: phenylalanine: p)Toglutamic acid

acid

III 112 113 lI4 H5 lI6 117 lI8 119 1110 1111 1112

urocanic acid 1I10SIl1e: uridine: thymidine: phe:nyl putre:scine: 2-amino 2,3- glycerol O,L-a-glycc:rol glucose:-I- glucose:-6-
c:thylamine: e:thanol butane:diol phoshate: phosphate: phosphate:
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