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Sequnence context
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Fig. S7. Sequence context of single base pair deletions identified in bovine urinary bladder UC. Single base

pair deletions in each sample are represented in trinucleotide sequence context, where the middle base is
the base deleted. Grey bars represent deletions in homopolymers, defined as 2 or more adjacent bases of

the same type. Blue bars represent deletions outside of homopolymers.



