tub2

B63 C. lombardiana CMW 30602T
CSF12031
CSF12034
CSF12037
o6/96| CSF12057 (Group A) C. queenslandica
CSF12059
B104 C. queenslandica CMW 30604T
B104 C. queenslandica CMW 30603
CSF12040
CSF12041
99/100 | CSF12054
94/94| CSF12061
| |Bo7 C. pseudoreteaudii CMW 25310T (Group B) C. pseudoreteaudii
B97 C. pseudoreteaudii CMW 25292
C. pentaseptata CSF13036
L Ca pentaseptata CSF13337
9989, B1 ¢. acaciicola CMW 47173T
96/96| gg/99-»] y
| B1 C. acaciicola CMW 47174
CSF12051
+ CSF12058

B106 C. reteaudii CMW 30984T
- B106 C. reteaudii CMW 16738

100/100| B2 C. acicola CMW 30996T
1001104 100/100 B2 C. acicola CBS 114812
x6 B74 C. multiseptata CMW 23692T
B10 C. australiensis CMW 23669T
100/100 | B30 C. crousiana CMW 27249T
B30 C. crousiana CMW 27253
99/100| B120 C. yunnanensis CERC 5337
B120 C. yunnanensis CERC 5339T
CSF12056 | (Group D) C. aconidialis
B116 C. uniseptata CBS 413 67T
B8 C. asiatica CBS 114073T
B113 C. syzygiicola CBS 112831T
B29 C. colombiensis CMW 30985
B29 C. colombiensis CMW 23676T
T:TBW C. brassicicola CBS 112841T
100/100 = 76/84 B48 C. hongkongensis CBS 114828T
x6 B48 C. hongkongensis CERC 3570
R 120 B58 C. lateralis CMW 31412T
100 1100‘: 99/99| B55 C. kyotensis CBS 114525T

x4 | B55 C. kyotensis CBS 114550
95/1@'? B66 C. malesiana CMW 23687T
B66 C. malesiana CBS 112710
x2 08/98 B26 C. cochinchinensis CMW 49915T
B26 C. cochinchinensis CMW 47186
B46 C. heveicola CMW 49913T
70/100 - B46 C. heveicola CMW 49928
%2 - B23 C. chinensis CMW 23674T
toa ‘ B23 C. chinensis CMW 30986

x3 2

g6/o7/— B52 C. indonesiae CBS 112840
B52 C. indonesiae CMW 23683T
199/100 [ B20 C. canadiana CERC 8952

x2 B20 C. canadiana CMW?2 3673T
- B86 C. penicilloides CMW 23696 T
Curvicladiella cignea CBS 109167T '
Curvicladiella cignea CBS 109168 0.050

C. reteaudii species complex

(Group C) C. reteaudii

81/*)

83/95

84/

C. kyotensis species complex

100/*

90/90

*79

Supplementary Fig. S2. Phylogenetic trees obtained from Maximum Likelihood (ML) analyses of tub2 region for species in the C. reteaudii and C.
kyotensis species complexes. Bootstrap support values >70 % for ML and MP are indicated above the branches as ML/MP. Bootstrap support values
<70% are marked with “*”. Isolates obtained in this study are highlighted in blue and in bold type; “T” represents ex-type isolates. “B” species codes
are consistent with the published results in Liu et al. (2020). Curvicladiella cignea (CBS 109167 and CBS 109168) was used as the outgroup taxon.



