Table S1: Layout of the PrimePCR array plate
1 2 3 4 5 6 7 8 9 10 1 12 13 14 15 16 17 18 19 20 21 22 23 24
| PCGE | SOCS | cn3 | PRNC | CBR3- | PCAT | PCGE | SOCS | o, | PRNC | CBR3- | PCAT | PCGE | SOCS | ,_. | PRNC | CBR&- | PCAT | PCGE | SOCS | | PRNC | CBRS- | PCAT
M1 2-AS1 R1 AS1 29 M1 2-AS1 R1 AS1 29 M1 2-AS1 R1 AS1 29 M1 2-AS1 R1 AS1 29
| RP1- | NGt | LINCO Ef 91}2 SF;:‘I; HMGN | RP1- | GNG1 | LINCO fo 91]2 6@';‘&'1 HMGN | RP1- | GNG1 | LINCO fo 91J12 SF;:‘I; HMGN | RP1- | GNG1 | LINCO ';f;}z' 6@';‘&'1 HMGN
30M3.6 | 2-AS1 | 0493 . E1 | s-ast | somse | 2-AS1 | 0493 . 39E1 | 3-AS1 | 30M36 | 2-AS1 | 0493 . L1 | 3AS1 | 30M36 | 2-AST | 0493 1. 391 | 3-Ast
RP11- | RP11- RP11- RP11- | RP1A- RP11- RP11- | RP11- RP1I- RP11- | RP11- RP11-
c| RITSE | AC908 | ggak1 | 300p2 | TFo0T | agomz | RNTSL | ACDO3 | ggars | aoop2 | TROIT | 3goap | RIVSL | AC003 | ggaxy | 300p2 | TRO3T | 3gpaz | RITSL | ACO03 | gaaiy | agop2 | TROST | 3gom2
: 0.6 4 0.4 : 0.6 4 0.4 : 0.6 4 0.4 : 0.6 4 0.4
RP4- | KB- RPTT- | oria RP4- | KB- RPT1- | oria RP4- | KB- RPT1- | oria RP4- | KB- RPT1- | orin
D| KRT81 | 724E1 | 15620 | TERC | s4sE1 | SELA | KR7st1 | 724E1 | 15620 | TERC | sasE | SnA | KRT81 | 72461 | 15620 | TERC | 54561 | CRLA | kRT8t | 72461 | 15620 | TERC | sd4sEY | S
6.2 122 73 - 6.2 122 73 - 6.2 122 73 - 6.2 122 73 -
RP3- RP1I- RP3- RP1I- RP3- RP1I- RP3- RP1I-
FGD5- | SNHG KCNQ FGD5- | SNHG KCNQ FGD5- | SNHG KCNQ FGD5- | SNHG KeNa
£| aasca | RS ' sse00 | GTT | TINGR | aa3ce | TEH ' ss600 | G | TNCR | 443ca | TECH ' ss600 | GTT | TINCR | 4a3ce | TRSH ' 55600 | “O77 | TINCR
RP11- | RP11- | Inc- RNF1 RP11- | RP11- | Inc- RNF1 RP11- | RP11- | Inc- RNF1 RP11- | RP11- | Inc- RNF1
F 8“1";6 379H1 | 759F5. | FAM8 | XIST 39- S'}';'G 379H1 | 759F5. | FAMS | XisT 39- S’;‘SG 379H1 | 759F5. | FAMB | XiST 39- S'\:SG 379H1 | 759F5. | FAMB | XIST 39-
8.1 1 3G-3 ASt 8.1 1 3G-3 AS1 8.1 1 36-3 AS1 8.1 1 36-3 AS1
AFaaL | unco | RPU 1 inco | RP11- AFGaL | Lnco | RPI- | finco | RP11- AFcaL | unco | RPU | Linco | RP11- AFaaL | unco | RPU 1 inco | RP11-
Gl yp 1024 | 6924 | ‘o330 | 4gB33 | BM 1P 1024 | 46924 | ‘0339 | 4sm3z | BM 1P 1024 | 6924 | ‘o339 | 4gB3z | BM 1P 1024 | 46924 | ‘o339 | 4sm33 | BM
RP11- RP4- RP11- RP4- RP11- RP4- RP11- RP4-
AC006 | FOXP MAGI AC006 | FOXP MAGI AC006 | FOXP MAGI AC006 | FOXP MAGI
H1 ‘9941 | aast | MSEV | qury | S91BB. | HMBS | gguy | st | MEET | qqry | S91B8 | HMBS | Cegut | gast | MEET | qqry | SOIB8 | HMBS | Toou 1 | sast | MSEV | yyq | 59188 | HMBS
HOTAI | LINCO | PTPR | SCHL HOTAI | LINCO | PTPR | SCHL HOTAI | LINCO | PTPR | SCHL HOTAI | LINCO | PTPR | SCHL
I'| PCATH R 0657 | JAST | AP1 TBP | PCAT1 R 0657 | JAS1 | AP1 TBP | PCAT1 R 0657 | JAST | AP1 TBP | PCATI R 0657 | JAST | APt TBP
RP3- CTD- | CTA- RP3- CTD- | CTA- RP3- CTD- | CTA- RP3- CTD- | CTA-
J| 521 | SOXO | 2se2s | aeaEr | AT | Paqr | s23En | Q0K | aseas | se3er | Vel | Pai | s23E1 | SO0 | 25620 | 3e3e1 | WAST | paar | s23e1 | SOXO | 2se2s | ae3Er | VAT | Paa
9.2 17.7 9.2 9.2 17.7 9.2 9.2 17.7 9.2 9.2 17.7 9.2
RP11- | RP11- | RP11- | RP11- | RPIA- RP11- | RP1I- | RP11- | RP11- | RPII- RP11- | RP11- | RP11- | RP11- | RPII- RP11- | RP11- | RP11- | RP11- | RPII-
K| 121a1 | 226L1 | 174G6 | 47311. | 156E6. | PAQ2 | 121A1 | 226L1 | 174G6 | 47311. | 156E6. | PAQ2 | 121A1 | 226L1 | 174G6 | 4731. | 156E6. | PAQ2 | 121A1 | 226L1 | 174Gé | 4731. | 156E6. | PAQ2
4.2 55 5 5 1 4.2 5.5 5 5 1 4.2 5.5 5 5 1 4.2 5.5 5 5 1
RP11- | BCDIN RP11- RP11- | BCDIN RP11- RP11- | BCDIN RP11- RP11- | BCDIN RP11-
L| 1961 | aD- | G | RN | a3si2r | gona | 196Gt | ap- | GIER | PNTS | aseizt | goNA | 1ec1 | ap- | GIE3 | RNTS | a3si21 | gona | 1sect | aD- | ST | RNTS | a3gior | gona
8.22 AS1 1 8.22 AS1 K 8.22 AS1 1 8.22 AS1 1
RP11- | LURA CTD- RP11- | LURA CD- RP11- | LURA CTD- RP11- | LURA CTD-
M| 11981 | PIL- DU1TP Ufgf' 2330M | PCR | 11981 | PIL- DU1TP UABQf' 2330M | PCR | 11981 | PiL- DU1TP Ufgf' 233M | PCR | 11981 | PIL- DU1TP Ufgf' 2330M | PCR
6.2 ASH 3.1 6.2 AS1 3.1 6.2 AS1 3.1 6.2 AS1 3.1
RP11- | FAMS CTo- RP11- | FAMS CTD- RP11- | FAMS CTD- RP11- | FAMS CTo-
N R | sesEr | see | UNSY | ais7e | rat | S| seser | sk | SNSD | aisze | rat | RPTU | seser | ane | G0N0 | stis7e | rar | REUD | seser | sne | WO | s1s7E | Ra
: 4 ASH 16.1 : 4 AS1 16.1 : 4 ASH 16.1 : 4 AS1 16.1
NHS- | AC009 AC005 | PSMD NHS- | AC009 AC005 | PSMD NHS- | AC009 AC005 | PSMD NHS- | AC009 AC005 | PSMD
Ol st 4042 | TUGT | ‘6186 | eas2 | R®2 AST 4042 | TG | ‘6186 | 6As2 | RQ2 AS1 4042 | TUGT | ‘g1gp | eas2 | R®2 AS1 4042 | TG | 6186 | 6.as2 | RQ2
b 2%:('?"1 NF76 | RP11- | SO NRSN RT 2%1(3_1 ZNF76 | RP11- ;ﬁ;; NRSN - 2%:('?"1 2NF7e | RP11- | BEI | NRSN RT 2((:):3_ o | zvFre | RP11- | BETS 1 NRSN RT
19 7P | esi0a | 24T | oA ¢ 7P | esoa | 24HT | oas e 7P | esi0a | HHT | 2as 019 e | esoa | 24T | 2asd




