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>AmtGRXB1    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
MAEKL------------------------------------L------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------LVV--- 
------------------------VMLLLV------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---SCPP----------------------------------------------------- 
--------------------------------------------------------P--- 
------------------------------------------------------------ 
------------------LIKAQ------------------------------------- 
-----------------------------------ALK-S---------ATAF------- 
------------VENVI-------------------YGN--------------------- 
--------------------------------------------------------K--- 
-------------------------IAIF----------------SK-SYCPYCARAKR- 
VFSE-L-----N--EKP--FVVELDLRD----D-------------------------G- 
--------QQ---IQNVLL-EIV-------------------GRHT-------------- 
---VP--QVFINGNHIGGSDDTLKAVANG------------------------------- 
-----------------KLEK-L---LGRS------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXB1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
MALVR------------------------------------L------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------AFP--- 
------------------------VFFFLA------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---AAEF----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------AA------------------------------------- 
-----------------------------------GTR-S---------PSAF------- 
------------VQNAI-------------------YSN--------------------- 
--------------------------------------------------------R--- 
-------------------------ITIF----------------SK-TYCPYSMRAKH- 
IFRD-L-----K--EDP--YVVELDTRV----D-------------------------G- 



--------RD---IQSVLL-DLV-------------------GRRT-------------- 
---VP--QVFVNGQHIGGSDDTVNALSNG------------------------------- 
-----------------QLQK-L---LGKSQ----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------------------------S 
Q----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXB4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
MALAR------------------------------------L------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------AFP--- 
------------------------LFLLLA------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---AAEF----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------AA------------------------------------- 
-----------------------------------ATR-S---------PSAF------- 
------------VQNAI-------------------YSN--------------------- 
--------------------------------------------------------R--- 
-------------------------ITIF----------------SK-TYCPYSMRAKR- 
IFRD-L-----K--EDP--FVVELDLRE----D-------------------------G- 
--------RD---IQSVLL-DLV-------------------GRHT-------------- 
---VP--QVFVNGQHVGGSDDTVNALSNG------------------------------- 
-----------------QLEK-L---LGKSQ----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------------------------S 
Q----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>OsGRXB2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
MAAAR------------------------------------A------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------AVPIAV 
-----------------------FLLLVLA------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---EADP----------------------------------------------------- 
------------------------------------------------------------ 



------------------------------------------------------------ 
---------------------AA------------------------------------- 
-----------------------------------ATR-S---------PSAF------- 
------------VQNAI-------------------YSN--------------------- 
--------------------------------------------------------R--- 
-------------------------ITIF----------------SK-TYCPYSMRAKR- 
IFRD-L-----K--ENP--YIVELDLRE----D-------------------------G- 
--------RE---IQSVLL-DLV-------------------GRHT-------------- 
---VP--QVFVNGQHVGGSDDTANAHSNG------------------------------- 
-----------------QLQK-L---LGNSQ----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------------------------S 
QR---------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>BdGRXB2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
MSLIR------------------------------------I------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------AVS--- 
------------------------VFILLA------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---VVES----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------AA------------------------------------- 
-----------------------------------ATR-S---------PSAD------- 
------------VQNAI-------------------YSN--------------------- 
--------------------------------------------------------R--- 
-------------------------ITIF----------------SK-SYCPYCMRAKR- 
IFRD-L-----K--ENP--YVVELDLRE----D-------------------------G- 
--------QE---IQSVLL-DLV-------------------GRNT-------------- 
---VP--QVFVNGHHVGGSDDTKEALSNG------------------------------- 
-----------------QLHK-L---LGKNQ----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------------------------T 
ESE--------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXB1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MMR------------------------------------L------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
-------------------------------------RWSVL---------VMVTFAV-- 
------------------------SLFWL------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
----GPL----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------QVK------------------------------------- 
-----------------------------------ASN-S---------VSAF------- 
------------VQNAI-------------------YSN--------------------- 
--------------------------------------------------------R--- 
-------------------------IAVF----------------SK-SYCPYCLRAKR- 
LLAE-L-----N--EKP--FVVELDLRD----D-------------------------G- 
--------FQ---IQSVLL-DLI-------------------GRRT-------------- 
---VP--QVFVNGKHIGGSDDLSAAVQSG------------------------------- 
-----------------ELQK-L---LSAS------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXB2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MMR------------------------------------L------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------RWSLV---------VTVTFAV-- 
------------------------LLFWI------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
----GSL----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------QVQ------------------------------------- 
-----------------------------------ASN-S---------VSAF------- 
------------VQNAI-------------------YSN--------------------- 
--------------------------------------------------------R--- 
-------------------------IAVF----------------SK-SYCPYCLRAKR- 
LLAE-L-----N--EKP--FVVELDLRD----D-------------------------G- 
--------YQ---IQSVLL-DLI-------------------GRRT-------------- 
---VP--QVFVNGKHIGGSDDLSAAVQSG------------------------------- 
-----------------ELQK-L---LSAS------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXB7 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------------------------M 
GGYRR------------------------------------A------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------ARRLL---------LPGLVAA-- 
------------------------VLLSLA------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---AAPK----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------EAA------------------------------------- 
-----------------------------------AST-S---------SSAF------- 
------------VQNVI-------------------FSN--------------------- 
--------------------------------------------------------K--- 
-------------------------IAIF----------------SK-SYCPYCLRAKR- 
IFSE-L-----H--EQP--YVVELDLRD----D-------------------------G- 
--------AR---IQNVLL-DLT-------------------GRRT-------------- 
---VP--QVFVNGKHVGGSDDLSAAVRSG------------------------------- 
-----------------QLQK-L---LASS------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXB6 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MKR------------------------------------I------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------QCSIA---------LNRTTIG-- 
------------------------LLLLLV------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---ALAN----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------ELKVT----------------------------------- 
----------------------------------EASN-S---------ASAF------- 
------------VQNVI-------------------YSN--------------------- 
--------------------------------------------------------K--- 
-------------------------IVIF----------------SK-SYCPYCLRAKR- 
VFSE-L-----Y--EKP--FAVELDLRD----D-------------------------G- 
--------GE---IQDYLL-DLV-------------------GKRT-------------- 
---VP--QIFVNGKHIGGSDDLRAAVESG------------------------------- 
-----------------ELQK-L---LGTE------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXB1  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------------------------------------------MVD 
QSPRR------------------------------------V------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------VVAA-- 
------------------------LLLFVVL----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--CDLSN----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------SAG------------------------------------- 
-----------------------------------AAN-S---------VSAF------- 
------------VQNAI-------------------LSN--------------------- 
--------------------------------------------------------K--- 
-------------------------IVIF----------------SK-SYCPYCLRSKR- 
IFSQ-L-----K--EEP--FVVELDQRE----D-------------------------G- 
--------DQ---IQYELL-EFV-------------------GRRT-------------- 
---VP--QVFVNGKHIGGSDDLGAALESG------------------------------- 
-----------------QLQK-L---LAAS------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXB1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------MQINP-------------------------AG-----RLTK 
IGNRR------------------------------------FG-QYYNL----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--STKSVFRFSTPKTGISPKLPLLICNR-----------------LEKIGSINLRISAET 
LKPLFLSILSKTQQFFERSTVPVIER--EKMEVNGCFKRNLL---------LMFTVFG-- 
------------------------VMAIV------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---KGPT----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------EAL------------------------------------- 
-----------------------------------ASS-S---------PSAF------- 
------------VQNVI-------------------YSN--------------------- 
--------------------------------------------------------K--- 
-------------------------IAIF----------------SK-SYCPYCKRAKG- 



IFNE-L-----Q--EQP--FVVELDLRD----D-------------------------G- 
--------AR---IQDVLL-DLV-------------------GRST-------------- 
---VP--QVFVNGKHIGGSDDLRNAVESG------------------------------- 
-----------------RLQS-L---LKKE------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>AmtGRXB2    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------M------------------------------------- 
-----------------------------------AGK-A---------ERRF------- 
------------VRESI-------------------SSN--------------------- 
--------------------------------------------------------D--- 
-------------------------IVIF----------------SK-SYCPYCKRAKS- 
IFKQ-L-----N--KTP--HVIELDERD----D-------------------------G- 
--------SD---IQDALG-QMF-------------------GKQT-------------- 
---VP--QVFINGKRLGGSDDTVEAYESG------------------------------- 
-----------------ELAK-L---LG-------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------------------------N 
NSGDDL------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXB5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-MATR------------------------------------IR-L--------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------------------------------------PSILATAV- 
------------------------TLTVLA------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---ASLT----------------------------------------------------- 



------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------WA------------------------------------- 
-----------------------------------AGS-P---------EATF------- 
------------VKKTI-------------------SSH--------------------- 
--------------------------------------------------------Q--- 
-------------------------IVIF----------------SK-SYCPYCKKAKG- 
VFKE-L-----N--QTP--HVVELDQRE----D-------------------------G- 
--------HD---IQDAMS-EIV-------------------GRRT-------------- 
---VP--QVFIDGKHIGGSDDTVEAYESG------------------------------- 
-----------------ELAK-L---LGVA------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------------------------S 
EQKDDL------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXB6  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------------------------M 
AMAAR------------------------------------R------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------------------------------CVLYAAL- 
------------------------SLLVLG------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---SSLG----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------SS------------------------------------- 
-----------------------------------AGS-P---------ESSF------- 
------------VKKTI-------------------AAH--------------------- 
--------------------------------------------------------K--- 
-------------------------IVIF----------------SK-SYCPYCRRAKA- 
VFKE-L-----N--QIP--HVVELDERD----D-------------------------G- 
--------WK---IQDALS-QRI-------------------GKRT-------------- 
---VP--QVFINGKHIGGSDDTVEAYESG------------------------------- 
-----------------ELSQ-L---LGID------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------------------------G 
KEEEEL------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXB4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------------------------M 
TMFRS------------------------------------I------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------------------------------SMVMLLV- 
------------------------ALVTFI------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---SMVS----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------SA------------------------------------- 
-----------------------------------ASS-P---------EADF------- 
------------VKKTI-------------------SSH--------------------- 
--------------------------------------------------------K--- 
-------------------------IVIF----------------SK-SYCPYCKKAKS- 
VFRE-L-----D--QVP--YVVELDERE----D-------------------------G- 
--------WS---IQTALG-EIV-------------------GRRT-------------- 
---VP--QVFINGKHLGGSDDTVDAYESG------------------------------- 
-----------------ELAK-L---LGVS------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------------------------G 
NKEAEL------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXB2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-MAKS------------------------------------AA-FS-------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------NSTSLSS-------IPILLIIV- 
------------------------SVTVLL------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---YAST----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------VA------------------------------------- 
-----------------------------------GGG-D---------SSAF------- 
------------VKKTI-------------------SSH--------------------- 
--------------------------------------------------------S--- 
-------------------------IVIF----------------SK-SYCPYCKKAKA- 
VFRE-L-----N--QKP--HVVELDERD----D-------------------------G- 
--------WN---IQDAIS-EIV-------------------GRRT-------------- 
---VP--QVFINGKHIGGSDDTIEAYENG------------------------------- 
-----------------DLAK-L---LGV------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------------------------N 
SKNDDL------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXB3   
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-MVAR------------------------------------LA-V--------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------------------------------------TALVLIAL- 
------------------------ATISLQ------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---SS------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------A------------------------------------- 
-----------------------------------SAS-S---------VGKF------- 
------------VDETI-------------------TSH--------------------- 
--------------------------------------------------------K--- 
-------------------------IVIF----------------SK-TYCPYCRRAKA- 
VFKE-L-----N--QVP--HVVELDERE----D-------------------------G- 
--------SK---IQDIMV-NIV-------------------GRRT-------------- 
---VP--QVFINGKHLGGSDDTVEAYESG------------------------------- 
-----------------HLHK-L---LGIE------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------------------------K 
KDHDDL------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXB4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-MASR------------------------------------LT-V--------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------------------------------------TALVLIAL- 
------------------------ATVSLQ------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------T------------------------------------- 
-----------------------------------SAS-S---------VGKF------- 
------------IDETI-------------------TSH--------------------- 
--------------------------------------------------------K--- 
-------------------------IVIF----------------SK-TYCPYCRRAKA- 
VFKE-L-----N--QVP--HVVELDER--------------------------------- 
------------------------------------------------------------ 
--------------------GFISSFAIA------------------------------- 
-----------------EIER-L---LSRR------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



-----------------------------------------------------------G 
WFKDSGYHD--------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXB2   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-MVAL------------------------------------LG-R--------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------R-------IGVAAAAA- 
------------------------AFIALV------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---AFGS----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------ASS-S---------PKSF------- 
------------VKSTV-------------------SAH--------------------- 
--------------------------------------------------------D--- 
-------------------------VVIF----------------SK-SYCPYCKRAKA- 
VFKE-L-----ELKKEP--YVVELDQRE----D-------------------------G- 
--------SE---IQDALL-EIV-------------------GRRT-------------- 
---VP--QVFVHGKHLGGSDDTVDSYESG------------------------------- 
-----------------KLAR-L---LNI------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
GVKDDL------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXB5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-MVAF------------------------------------LG-R--------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------R-------IGVAAAAA- 
------------------------AFIALA------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---ALGS----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------ASS-T---------PKSF------- 
------------VKSTV-------------------SAH--------------------- 
--------------------------------------------------------D--- 



-------------------------VVIF----------------SK-SYCPYCKRAKA- 
IFKE-L-----ELKKEP--YVVELDERE----D-------------------------G- 
--------SE---IQDALS-EIV-------------------GRRT-------------- 
---VP--QVFVHGKHLGGSDDTLDAYESG------------------------------- 
-----------------KLAK-L---LNI------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
GVKDDL------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>BdGRXB1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-MAAF------------------------------------LG-R--------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------R-------FGMAAAAA- 
------------------------TFLALA------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---AFGS----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------AS------------------------------------- 
-----------------------------------ESS-S---------KSAF------- 
------------VKSTV-------------------KAH--------------------- 
--------------------------------------------------------D--- 
-------------------------VVIF----------------SK-SYCPYCRRAKA- 
VFKE-L-----QLKKDP--YVVELDQRE----D-------------------------G- 
--------GE---IQDALS-DMV-------------------GRRT-------------- 
---VP--QVFVRGKHLGGSDDTVDAYESG------------------------------- 
-----------------ELAK-L---LNI------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
SVKEDL------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>OsGRXB4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-MAAL------------------------------------LG-R--------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------R-------FGMAAAA-- 
-------------------------LIALA------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



---ALGS----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------AAS------------------------------------- 
-----------------------------------GTA-S---------KSSF------- 
------------VKSTV-------------------KAH--------------------- 
--------------------------------------------------------D--- 
-------------------------VVIF----------------SK-SYCPYCRRAKA- 
VFKE-L-----ELKKEP--YVVELDQRE----D-------------------------G- 
--------WE---IQDALS-DMV-------------------GRRT-------------- 
---VP--QVFVHGKHLGGSDDTVEAYESG------------------------------- 
-----------------KLAK-L---LNI------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
DVKEDL------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SMGRXB3     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MRR------------------------------------MG-F--------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------------------------------------PAVVLCGI- 
------------------------VALAVT------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---R-------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------AA------------------------------------- 
-----------------------------------DGS-S---------APSF------- 
------------VKSTI-------------------DNH--------------------- 
--------------------------------------------------------D--- 
-------------------------IVIF----------------SK-SYCPYCRRAKS- 
VFKS-L-----N--ETP--HVVELDLRE----D-------------------------G- 
--------DE---IQEALQ-GLV-------------------GRRT-------------- 
---VP--QVFVGGKHIGGSDDTVEAHESG------------------------------- 
-----------------RLET-I---IN-------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------------------------G 
IRKSELR----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>MpGRXB1     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
MKVAG------------------------------------MG-VP-------------- 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------SRRVL---------LGVGLVGV- 
------------------------FCLGLW------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---TQIH----------------------------------------------------- 
--------------------------------------------------------A--- 
------------------------------------------------------------ 
------------------VTAAA------------------------------------- 
-----------------------------------TES-P---------SLAF------- 
------------VKKTI-------------------AAH--------------------- 
--------------------------------------------------------P--- 
-------------------------IVIF----------------SK-SYCPYCKRAKS- 
VFKQ-M-----D--TTP--YVVELDLRE----D-------------------------G- 
--------GR---IQAALS-ELV-------------------GRRT-------------- 
---VP--QVFVDGNHIGGSDDTLEAFNNG------------------------------- 
-----------------KLKK-L---LNTKR----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------------------------------------SG 
YWKHDVA----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PpGRXB1     
------------------------------------------------------------ 
-MRV-------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------ITLDPVS-------FVLH-------SIAQLAGI-LLSILVS 
KMASR------------------------------------TG-A--------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------------------VW---------VSFAVAGM- 
------------------------ILMQLG------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---S-------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------PVE------------------------------------- 
-----------------------------------ART-D---------SLAF------- 
------------VKKTL-------------------AEH--------------------- 
--------------------------------------------------------P--- 
-------------------------LVIF----------------SK-SYCPYCKRAKS- 
VFES-M-----S--VKP--FVLELDERE----D-------------------------G- 
--------DD---IQQALG-KFV-------------------GRRT-------------- 
---VP--QVFINGVHLGGSDDTVAAQQSG------------------------------- 
-----------------RLKK-L---LAGSAS---------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AVNAE 
NLKSEL------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>AmtGRXB3    



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------M------------------------------------- 
-----------------------------------AMA-A-----------SFGSR---- 
-LEES-------VKRTV-------------------VEN--------------------- 
--------------------------------------------------------P--- 
-------------------------IVIY----------------SK-TWCSYSMEVKS- 
LFKR-L-----G--VEP--LVIELDEL-------------------------------G- 
--------SQGPQLQKVLE-RLT-------------------GQFT-------------- 
---VP--NVFIGGKHIGGCT---------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXB5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---MA------------------------------------AT-MSLTK----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--NFT------------------------------------------------------- 
----------------------------------------TF-S-------IPQSFHPQN 
GT-QI-----------------GRHLQRI---------P----------NSNYSVP-S-- 
---------------------------------VRL------------------------ 
----------HRFGSRIEN----------------------------------------- 
-DGPRKI----------------------------------------------------- 
--------------------------------------------------------G--- 
------------------------------------------------------------ 
------------------RVQIR------------------------------------- 
-----------------------------------AMS-G-----------SFGSR---- 
-LEES-------VKKTI-------------------TEN--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVY----------------SK-SWCSYSTEVKV- 
LFKR-L-----G--VDP--LVIELDEM-------------------------------G- 
--------PQGPQLQKVLE-RLT-------------------GQHT-------------- 
---VP--NVFIGAKHIGGCTDTIKLYRKG------------------------------- 
-----------------ELES-L---LSEAK----------------------------- 
------------------------------------------------------------ 



------------------------------------------------------------ 
-------------------------------------------------------AGKTE 
S----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXB5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------------------------------MSTAT----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--HLP------------------------------------------------------- 
----------------------------------------KF-A-------AAALASPRT 
A-------------------------------------P----------SAPLAPPRS-- 
---------------------------------ARLPVG--------------------- 
---------RGRAPASVGS----------------------------------------- 
-RGARRW----------------------------------------------------- 
--------------------------------------------------------A--- 
------------------------------------------------------------ 
------------------SIQTA------------------------------------- 
-----------------------------------AAA-AASEPSPSSSSSSFGSR---- 
-LEEA-------VRKTV-------------------AEN--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVY----------------SK-SWCSYSSEVKS- 
LFKR-L-----G--VDP--LVIELDEL-------------------------------G- 
--------PQGPQLQKVLE-RLT-------------------GQHT-------------- 
---VP--NVFIGGQHIGGCTDTVKLHRNG------------------------------- 
-----------------ELEP-L---LSEAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AKN-- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXB4   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------------------------MAD----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--TLT------------------------------------------------------- 
----------------------------------------NL-T-------PPL---PLK 
SS-RT-----------------LSSLRGL---------PI--------CSTPLSNNSS-- 
---------------------------------SSLKT---------------------- 
----------TSTCSRILS----------------------------------------- 
INGPKRY----------------------------------------------------- 
--------------------------------------------------------R--- 
------------------------------------------------------------ 
------------------PMSAR------------------------------------- 
-----------------------------------ATD-S------SSPSSSFGSR---- 
-LEDA-------VKKTV-------------------AEN--------------------- 



--------------------------------------------------------P--- 
-------------------------VVVY----------------SK-TWCSYSFEVKS- 
LFKR-L-----N--VDP--LVVELDEL-------------------------------G- 
--------AQGPQIQKVLE-RLT-------------------GQHT-------------- 
---VP--NVFIGGKHIGGCTDTVKLYRKG------------------------------- 
-----------------ELEP-L---LSEAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AKKSQ 
G----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXB3   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------M-P-------PPPP-PPQQ 
QQQQS-----------------GMTLCRL---------P----------TATLGLPLS-- 
---------------------------------LPCLLP--------------------- 
-------------RSRPRL----------------------------------------- 
CFAARHA----------------------------------------------------- 
--------------------------------------------------------R--- 
------------------------------------------------------------ 
------------------AVAAR------------------------------------- 
-----------------------------------ASS-S--SPSP---DSSFGSR---- 
-MEES-------VKKTV-------------------ADN--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIY----------------SK-SWCSYCMEVKA- 
LFKR-I-----G--VQP--HVIELDHL-------------------------------G- 
--------AQGPQIQKVLE-RLT-------------------GQST-------------- 
---VP--NVFIGGKHVGGCTDTVKLYRKG------------------------------- 
-----------------ELAS-M---LSGLD----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ININN 
S----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXB4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------M-P-------PP------- 
---QS-----------------GMTLCRL---------P----------KATLGLPLS-- 
---------------------------------LPSLL---------------------- 



--------------YRPSL----------------------------------------- 
SLAARRT----------------------------------------------------- 
--------------------------------------------------------K--- 
------------------------------------------------------------ 
------------------AVSAR------------------------------------- 
-----------------------------------ASS-S--SPSP---DSSFGSR---- 
-MEDS-------VKKTV-------------------ADN--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIY----------------SK-SWCSYSMEVKS- 
LFKR-I-----G--VQP--HVIELDNL-------------------------------G- 
--------AQGPQLQKVLE-RLT-------------------GQST-------------- 
---VP--NVFIGGKHVGGCTDTVKLYRKG------------------------------- 
-----------------ELAS-M---LSDLD----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------INIDN 
S----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXB3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------M-P-------PPIPMPPD- 
-----------------------MTLRRL---------P----------TAILGLSPS-- 
---------------------------------LPCLL---------------------- 
--------------SRPRL----------------------------------------- 
YLAARRP----------------------------------------------------- 
--------------------------------------------------------R--- 
------------------------------------------------------------ 
------------------AVAAR------------------------------------- 
-----------------------------------ASS-S--SSSP---DSSFGAR---- 
-MEDS-------VKKTV-------------------ADN--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIY----------------SK-SWCSYSMEVKA- 
LFKR-I-----G--VQP--HVIELDHL-------------------------------G- 
--------AQGPQLQKVLE-RLT-------------------GQST-------------- 
---VP--NVFIGGKHVGGCTDTVKLHRKG------------------------------- 
-----------------ELAS-M---LSELD----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ININN 
S----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>BdGRXB3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------M-P-------PPPC----- 
-----------------------LTLCRL---------P----------AANLGLPWS-- 
---------------------------------APSL----------------------- 
--------------PITRI----------------------------------------- 
ALAARRA----------------------------------------------------- 
--------------------------------------------------------R--- 
------------------------------------------------------------ 
------------------AVAAR------------------------------------- 
-----------------------------------ASS-S--SSSSSSTDSSFGSR---- 
-MEDS-------VKKTL-------------------ADN--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIY----------------SK-SWCSYSMEVKG- 
LFKR-I-----G--VQP--HVIELDHL-------------------------------G- 
--------AQGPQLQKVLE-RLT-------------------GQST-------------- 
---VP--NVFIGGKHIGGCTDTVKLYRKG------------------------------- 
-----------------ELAT-M---LSELD----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------IEVNS 
S----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>OsGRXB5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------M-P-------PR------- 
----------------------SLTLSRL---------P----------VAALGLPFS-- 
---------------------------------SCSPPP--------------------- 
--------------PRLRF----------------------------------------- 
PFAARRA----------------------------------------------------- 
--------------------------------------------------------R--- 
------------------------------------------------------------ 
------------------SLATR------------------------------------- 
-----------------------------------ASS-S--SP-----DSSFGSR---- 
-MEDS-------VKRTL-------------------ADN--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIY----------------SK-SWCSYSMEVKA- 
LFKR-I-----G--VQP--HVIELDQL-------------------------------G- 
--------AQGPQLQKVLE-RLT-------------------GQST-------------- 
---VP--NVFIGGKHIGGCTDTVKLHRKG------------------------------- 
-----------------ELAT-M---LSELD----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------IDVNN 
S----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 



>ATGRXB3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------------------MAVTAFN 
TLKLV-----------------SSSLDPI---------PSVSCSSYSFSLIYVGSPYK-- 
---------------------------------RCLKQ---------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------SCSVR------------------------------------- 
-----------------------------------AMT-S-SSSAASSSSSSFGSR---- 
-MEES-------IRKTV-------------------TEN--------------------- 
--------------------------------------------------------T--- 
-------------------------VVIY----------------SK-TWCSYCTEVKT- 
LFKR-L-----G--VQP--LVVELDQL-------------------------------G- 
--------PQGPQLQKVLE-RLT-------------------GQHT-------------- 
---VP--NVFVCGKHIGGCTDTVKLNRKG------------------------------- 
-----------------DLEL-M---LAEAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------GKNGQ 
S----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXB5   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-MALG------------------------------------LG-NAVAL----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--PIS------------------------------------------------------- 
----------------------------------------NL-K-------PSLKLSSSS 
-------------------------FTKLLF-SY--SRP--------FSCINVSPP---- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-MPNRIP----------------------------------------------------- 
--------------------------------------------------------T--- 
------------------------------------------------------------ 
------------------LAVVR------------------------------------- 
-----------------------------------AFS-S----------SSFRSC---- 
-LEDT-------IKKTV-------------------AEN--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIY----------------SK-TWCFYSSEMKI- 
LFKK-L-----G--VDP--LVFELDEL-------------------------------G- 
--------PQGPQLQKVLE-RIT-------------------GQHT-------------- 
---VP--NVFIGGKRIGGCTDTLKLYRKG------------------------------- 
-----------------ELEP-L---L--------------------------------- 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXB6 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-MALA------------------------------------LG-NIVAL----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--PLS------------------------------------------------------- 
----------------------------------------NL-K-------PSLKLSSSS 
SS---------------------CCITKLF--------P--------ISRINVS------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------P----------------------------------------------------- 
--------------------------------------------------------T--- 
------------------------------------------------------------ 
------------------SVLVR------------------------------------- 
-----------------------------------ASS-S----------SSFGSR---- 
-LEDT-------IKKTV-------------------AEN--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVY----------------SK-TWCTYSSEVKI- 
LFKK-L-----G--VDP--LVFELDEM-------------------------------G- 
--------PQGPQLQKVLE-RIT-------------------GQHT-------------- 
---VP--NVFIGGKHIGGCTDTLKLYRKG------------------------------- 
-----------------ELEP-L---LSEAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AKKTE 
S----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXB7   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-MALA------------------------------------LG-N--AI----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--PLS------------------------------------------------------- 
----------------------------------------NL-K-------PCPKLS--- 
----------------------CCCMKKLFF-TH--SVPIS------------------- 
------------------------------------------------------------ 
-----------------RI----------------------------------------- 
PTTPKRT----------------------------------------------------- 
--------------------------------------------------------P--- 
------------------------------------------------------------ 
------------------TTVVR------------------------------------- 
-----------------------------------ATS-S------------FGSR---- 



-LEDT-------IKKTV-------------------AEN--------------------- 
--------------------------------------------------------P--- 
-------------------------VVLY----------------SK-TWCSYSSEVKI- 
LFKK-L-----G--VDP--LVFELDEM-------------------------------G- 
--------PQGPQLHKVLE-RIT-------------------GQHT-------------- 
---VP--NVFI-----------VQL----------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXB2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------------------------------------MV 
AATVN------------------------------------LA-NMTWT----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--SL-------------------------------------------------------- 
----------------------------------------NS-N-------PAISFSMLS 
GI---------------------RNLGML---------PFRRC----LKPTVIGIASW-- 
---------------------------------PPL------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------------------------------------------R--- 
------------------------------------------------------------ 
------------------CSSVK------------------------------------- 
-----------------------------------AMS-S--------SSSSSGST---- 
-LEET-------VKTTV-------------------AEN--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVY----------------SK-TWCSYSSQVKS- 
LFKS-L-----Q--VEP--LVVELDQLV----SLGKTSLPHDIGLKHLQKFWWFLAFPG- 
--------SEGSQLQNVLE-KIT-------------------GQYT-------------- 
---VP--NVFIGGKHIGGCSDTLQLHNKG------------------------------- 
-----------------ELEA-I---LAEAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------GKNGQ 
T----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SMGRXB4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------M------------------------------- 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------------------------------------SSSQSQ---- 
-TDDL-------IKSKN-------------------EHN--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIY----------------SK-SWCPYCSKVKG- 
LFKK-L-----G--VKV--VVVELDELV-------------------------------- 
---------EEADVQAALK-RMT-------------------GQST-------------- 
---VP--NVFIGGKHVGGCDDTHRLHSQG------------------------------- 
-----------------KLIP-M---LQGAK----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AQMQG 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>MpGRXB4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----M-------ICSKN-------------------SEN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVY----------------SK-SWCPYCGRVKS- 
LFRE-L-----G--VEF--LLIELDNLV-------------------------------- 
---------EEQEVQEALR-RLT-------------------RQST-------------- 
---VP--NIFIGGKHIGGCDDTMDLHRRG------------------------------- 
-----------------QLMP-L---LTAAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AKISK 
S----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>AmtGRXB4    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



-----------------------------------------MG-GFLSS----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--RTS------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----GN----------------------------------------------------- 
--------------------------------------------------------S--- 
------------------------------------------------------------ 
------------------EGVAM------------------------------------- 
-----------------------------------AVS-K-------------------- 
------------AKEIV-------------------SSN--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVF----------------SK-TYCPYCVQVKQ- 
LLSN-L-----G--ANF--KVVELDVES----D-------------------------G- 
--------SD---MQSALE-EWT-------------------GQWT-------------- 
---IP--NVFIGGKHVGGCDACVATHKKG------------------------------- 
-----------------ELVP-M---LTKVG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AVAE- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXB5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------M------------------------------------- 
-----------------------------------ALE-K-------------------- 
------------AKEII-------------------ASSPVDLA---------------- 
--------------------------LRKAKETVA-------------------SHP--- 
-------------------------VVVF----------------SK-TYCPFCTRVKQ- 
LLAK-L-----G--ASY--KAIELDVES----D-------------------------G- 
--------AE---LQSALA-EWT-------------------GQRT-------------- 
---VP--NVFVKGERIGGCDATMAMHDGG------------------------------- 
-----------------KLVP-L---LTEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIVTA 
RATATTTTPSL------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------- 
>SiGRXB1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------M------------------------------------- 
-----------------------------------ALE-K-------------------- 
------------AKEIV-------------------ASS--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVF----------------SK-TYCPFCTRVKQ- 
LLAQ-L-----G--ANY--KAVELDVES----D-------------------------G- 
--------SD---LQSALA-EWT-------------------GQKT-------------- 
---VP--NVFIKGQHIGGCDATVAMHNDG------------------------------- 
-----------------KLVP-L---LAEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIASA 
SAKA-TATPSL------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXB4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------M------------------------------------- 
-----------------------------------SLA-K-------------------- 
------------AKEIV-------------------SGN--------------------- 
--------------------------------------------------------P--- 
-------------------------VAVF----------------SK-TYCPFCVSVKD- 
LLSK-L-----G--ATF--KAVELDSEK----D-------------------------G- 
--------SE---IQAALA-EWT-------------------GQRT-------------- 
---VP--NVFIGGKHIGGCDATTALHREG------------------------------- 



-----------------KLLP-L---LTEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIAKT 
STA--------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXB3    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------M------------------------------------- 
-----------------------------------AMP-K-------------------- 
------------AKELV-------------------SAN--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVF----------------SK-SYCPYCVSVKK- 
LLSQ-L-----G--VNF--KALELDQEN----D-------------------------G- 
--------SE---IQSALA-EWT-------------------GQKT-------------- 
---VP--NVFIGGNHIGGCDATTAMHNQG------------------------------- 
-----------------KLVP-L---LTQAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALAKA 
S----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXB4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------M------------------------------------- 



-----------------------------------AMP-K-------------------- 
------------AKELV-------------------SAN--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVF----------------SK-TTCSYCVKVKE- 
LLSK-L-----G--VNF--KAIELNQEN----D-------------------------G- 
--------SE---IQSALA-EWT-------------------GQKT-------------- 
---VP--NVFIGGNHIGGCDATTAMHNEG------------------------------- 
-----------------KLVP-L---LTQAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALAEA 
A----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXB8   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------M------------------------------------- 
-----------------------------------ALP-K-------------------- 
------------AKEIV-------------------SSN--------------------- 
--------------------------------------------------------S--- 
-------------------------VVVF----------------SK-TYCPFCVDVKK- 
LFGD-L-----G--ANY--KAIELDTES----D-------------------------G- 
--------KE---LQAALV-EWT-------------------DQRT-------------- 
---VP--NVFIGGNHIGGCDSTTALHTQG------------------------------- 
-----------------KLVP-L---LISAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AVAKS 
TA---------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXB6 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MG-ITSST----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--SSP------------------------------------------------------- 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----TSS----------------------------------------------------- 
--------------------------------------------------------P--- 
------------------------------------------------------------ 
------------------ESRAM------------------------------------- 
-----------------------------------ALA-K-------------------- 
------------AKEIV-------------------ASA--------------------- 
--------------------------------------------------------P--- 
-------------------------LVVF----------------SK-TSCPFCVRVKQ- 
LFEK-L-----G--ASY--KAIELDKES----D-------------------------G- 
--------AE---LQNALK-EWT-------------------GQRT-------------- 
---VP--NVFINGKHIGGCDDTMALNNDG------------------------------- 
-----------------KLVP-L---LTEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIAGS 
ASKTTITA---------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>BdGRXB4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MG-IASSS----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--S--------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----ST----------------------------------------------------- 
--------------------------------------------------------P--- 
------------------------------------------------------------ 
------------------ESRTM------------------------------------- 
-----------------------------------ALA-K-------------------- 
------------AKEIV-------------------ASA--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVF----------------SK-SYCPFCVKVKQ- 
LFTQ-L-----G--ASF--KAIELDKES----D-------------------------G- 
--------AE---MQSALA-EWT-------------------GQRT-------------- 
---VP--NVFINGKHIGGCDDTVALNNGG------------------------------- 
-----------------KLVA-L---LTEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIAGS 
ASKATMTA---------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>OsGRXB3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
-----------------------------------------MG-IASSS----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--S--------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----ST----------------------------------------------------- 
--------------------------------------------------------P--- 
------------------------------------------------------------ 
------------------ESRKM------------------------------------- 
-----------------------------------ALA-K-------------------- 
------------AKETV-------------------ASA--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVY----------------SK-SYCPFCVRVKK- 
LFEQ-L-----G--ATF--KAIELDGES----D-------------------------G- 
--------SE---LQSALA-EWT-------------------GQRT-------------- 
---VP--NVFINGKHIGGCDDTLALNNEG------------------------------- 
-----------------KLVP-L---LTEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIASS 
A-KTTITA---------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXB2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MG-IASSS----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--S--------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----SS----------------------------------------------------- 
--------------------------------------------------------P--- 
------------------------------------------------------------ 
------------------ESRAM------------------------------------- 
-----------------------------------ALT-K-------------------- 
------------AKEIV-------------------ASA--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVF----------------SK-SYCPFCVRVKQ- 
LFEK-L-----G--ATF--KAIELDVES----D-------------------------G- 
--------SE---LQDALK-EWT-------------------GQRT-------------- 
---VP--NVFISGKHIGGCDDTMALNNDG------------------------------- 
-----------------KLVP-L---LTEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIAGS 
TSKKTTTTTA-------------------------------------------------- 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------- 
>PtGRXB3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------M------------------------------------- 
-----------------------------------AMN-K-------------------- 
------------AKELV-------------------STN--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVF----------------SK-TSCPFCVKVKQ- 
LLNQ-L-----G--AKY--TTVELDTEK----D-------------------------G- 
--------GE---IQSALH-EWT-------------------GQRT-------------- 
---VP--NVFIGGNHIGGCDKTTGMHQEG------------------------------- 
-----------------KLVP-L---LADAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AVASA 
SASA-------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>OsGRXB1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MG-MAQSS----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--SSSSR----------------------------------------------------- 
---------------------------------------------------PSDS----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--EQLEE----------------------------------------------------- 
--------------------------------------------------------P--- 
------------------------------------------------------------ 
------------------SKPVM------------------------------------- 
-----------------------------------ALD-K-------------------- 
------------AKEIV-------------------ASS--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVF----------------SK-TYCPFCARVKR- 
LLAE-L-----A--ASY--KAVELDVES----D-------------------------G- 
--------SE---LQSALA-DWT-------------------GQRT-------------- 



---VP--CVFIKGKHIGGCDDTMAMHKGG------------------------------- 
-----------------NLVP-L---LTEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIATP 
SL---------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SMGRXB2     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MA-K-------------------- 
------------AKDLV-------------------ASN--------------------- 
--------------------------------------------------------P--- 
-------------------------VMVF----------------SK-SYCPYCVSVKK- 
LLAS-L-----G--AKF--TALELNAEK----D-------------------------G- 
--------AE---IQAALA-EWT-------------------GQRT-------------- 
---VP--SVFIGGKHIGGCDDTTATHRKG------------------------------- 
-----------------QLVP-L---LQEVG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------SVAKM 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtaGRXB1    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MG-LTAN------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----KN----------------------------------------------------- 
--------------------------------------------------------P--- 
------------------------------------------------------------ 



------------------KIIEM------------------------------------- 
-----------------------------------AMA-K-------------------- 
------------AKEIV-------------------SSN--------------------- 
--------------------------------------------------------S--- 
-------------------------VVVF----------------SK-TYCPYCTQVKQ- 
LFSS-L-----G--VKT--KVIELDTKS----D-------------------------G- 
--------KE---LQTTLQ-EWT-------------------GQRT-------------- 
---VP--NVFIGGTLIGGCDDTIAKHNSG------------------------------- 
-----------------KLVP-L---LTKAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------GV--- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtaGRXB2    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MG-LSAS------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----KN----------------------------------------------------- 
--------------------------------------------------------P--- 
------------------------------------------------------------ 
------------------KIIEM------------------------------------- 
-----------------------------------VTA-K-------------------- 
------------VKEIV-------------------SSN--------------------- 
--------------------------------------------------------Y--- 
-------------------------IVVF----------------SK-TYCPYCTQVKQ- 
LFSS-L-----G--ANT--KVIELVIES----D-------------------------G- 
--------QE---LQTALQ-EWT-------------------GQWI-------------- 
---VP--NVF------GGCDDIIAKHNSE------------------------------- 
-----------------KLVP-L---LTEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------GV--- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PpGRXB4     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------M------------------------------------- 
-----------------------------------AVA-K-------------------- 
------------AQALI-------------------SQN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SK-SYCPFCLRVKS- 
LLKS-I-----G--AEM--KVVELDEES----D-------------------------G- 
--------SD---IQAALA-KLS-------------------GQRT-------------- 
---VP--NVFIGGQHIGGRDDTTAMHKKG------------------------------- 
-----------------QLLP-L---LNGAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALKPV 
TA---------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>MpGRXB2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------M------------------------------------- 
-----------------------------------ALV-S-------------------- 
------------AQNLV-------------------SQN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SK-SYCPYCKKVKQ- 
LLSS-L-----G--AQV--KVVELDLEK----D-------------------------G- 
--------DE---IQSALT-NWT-------------------KQRT-------------- 
---VP--NVFVGGQHIGGCDDTMSKHNGG------------------------------- 
-----------------KLLP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AV--- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>MpGRXB3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------M------------------------------------- 
-----------------------------------ALV-K-------------------- 
------------AQTLV-------------------SEN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SK-SYCPYCIKVKQ- 
LLSS-L-----G--AKM--KVVELDDEK----D-------------------------G- 
--------DE---IQSALA-KWT-------------------KQRT-------------- 
---VP--NVFVGGQHIGGCDDTVSKHNGG------------------------------- 
-----------------KLLP-M---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AV--- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SMGRXB1   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------M------------------------------------- 
-----------------------------------ALS-K-------------------- 
------------AKDIV-------------------AHN--------------------- 
--------------------------------------------------------P--- 
-------------------------LVVF----------------SK-TYCPFCVKVKE- 
LFSS-I-----G--AQP--KVVELDSEA----D-------------------------G- 
--------AD---LQAALA-EWT-------------------GQRS-------------- 
---VP--SVFVGGKHVGGCDDTTKKHNSG------------------------------- 
-----------------QLVP-M---LKDAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------LLK-- 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXB3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MG-SMFSS----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--PQ-------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----FS----------------------------------------------------- 
--------------------------------------------------------K--- 
------------------------------------------------------------ 
------------------EQMEA------------------------------------- 
-----------------------------------ALT-K-------------------- 
------------AKQIV-------------------SSN--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVF----------------SK-TYCGYCTRVKK- 
LLSQ-L-----G--ATF--KVIELDRES----D-------------------------G- 
--------DE---VQAALL-EWT-------------------KQRT-------------- 
---VP--NVFIGGEHVGGCDSVLEKHQQG------------------------------- 
-----------------KLLP-M---LKDAA----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIPNN 
PAKV-------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXB6 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MG-SMFSG----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--N-R------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----MS----------------------------------------------------- 
--------------------------------------------------------K--- 
------------------------------------------------------------ 
------------------EEMEV------------------------------------- 
-----------------------------------VVN-K-------------------- 
------------AKEIV-------------------SAY--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVF----------------SK-TYCGYCQRVKQ- 
LLTQ-L-----G--ATF--KVLELDEMS----D-------------------------G- 



--------GE---IQSALS-EWT-------------------GQTT-------------- 
---VP--NVFIKGNHIGGCDRVMETNKQG------------------------------- 
-----------------KLVP-L---LTEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIADN 
SSQL-------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXB1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MG-SLLSS----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--SIK------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----MS----------------------------------------------------- 
--------------------------------------------------------K--- 
------------------------------------------------------------ 
------------------QELDA------------------------------------- 
-----------------------------------ALK-K-------------------- 
------------AKELA-------------------SSA--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVF----------------SK-TYCGYCNRVKQ- 
LLTQ-V-----G--ATY--KVVELDEIS----D-------------------------G- 
--------SQ---LQSALA-QWT-------------------GRGT-------------- 
---VP--NVFIGGKNIGGCDTVVEKHQRN------------------------------- 
-----------------ELLP-L---LQDAA----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ATAKN 
SAQL-------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXB2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------------------------------MLRS----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--SIE------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----MS----------------------------------------------------- 
--------------------------------------------------------K--- 



------------------------------------------------------------ 
------------------Q---A------------------------------------- 
-----------------------------------ALK-K-------------------- 
------------AKELA-------------------SSA--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVF----------------RK-TYCGYCNRAKQ- 
LLTQ-V-----G--ATY--KVIELDELS----G-------------------------G- 
--------YE---LQSALG-HWT-------------------GQST-------------- 
---VP--NVFIEGKHIGGCDSVLEKHKNN------------------------------- 
-----------------QLLP-L---LNDAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AVAIN 
SAQL-------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXB1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MC-K-------------------- 
------------AKSI-------------------------------------------- 
------------------------------------------------------------ 
---------------------------------------------NK-TYCGYCQRVKH- 
LLTQ-L-----G--VSY--KVVKLDKEG----D-------------------------G- 
--------AV---VQSALA-DWT-------------------GLTT-------------- 
---VP--NVFIGGNHIGGCDSVTEKHQAG------------------------------- 
-----------------QLVP-L---LRSAR----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AVET- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXB2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MG-SIFSS----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



--SSSG------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----AS----------------------------------------------------- 
--------------------------------------------------------K--- 
------------------------------------------------------------ 
------------------EELAS------------------------------------- 
-----------------------------------AAD-K-------------------- 
------------AKEVA-------------------SSA--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVF----------------SK-TYCGYCQRVKL- 
LLTQ-L-----G--VSY--KVVELDKEG----D-------------------------G- 
--------AV---VQSALA-DWT-------------------GLRT-------------- 
---VP--NVFIGGNHIGGCDSVTEKHQAG------------------------------- 
-----------------QLVP-L---LRSAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AVKT- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXB5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MD-SI-------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------M------------------------------------- 
-----------------------------------CVS-S-------------------- 
------------WKFYT-------------------MND-SWMY---------------- 
--------------------------L-----------------------------D--- 
-------------------------AFVYQWMILSYLIGNFSGICSK-TYCPYCVRVKE- 
LLQQ-L-----G--AKF--KAVELDTES----D-------------------------G- 
--------SQ---IQSGLA-EWT-------------------GQRT-------------- 
---VP--NVFIGGNHIGGCDATSNLHKDG------------------------------- 
-----------------KLVP-L---LTEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIAGK 
TATTSA------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PpGRXB5     
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------M------------------------------------- 
-----------------------------------AVA-K-------------------- 
------------VQELI-------------------EQN--------------------- 
--------------------------------------------------------P--- 
-------------------------LIVF----------------SK-SKCPFCKTVKE- 
LFKS-L-----E--VEP--RVVEIDLEK----D-------------------------G- 
--------GA---IQKALF-QTS-------------------KQLT-------------- 
---VP--NVFIGGEHIGGNDAVKALHSKG------------------------------- 
-----------------ELVV-K---LKKAR----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------VLKAD 
DEENPQPKDEVRKTEAES----AQEQA--------------------------------- 
-----------LKAD-----------------GATN------------------------ 
----------IVV----------------------------------------------- 
------------------- 
>PpGRXB2     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------------------------M 
ARAAG------------------------------------IG-VAAGV----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--STSAA----------------------------------------------------- 
-------------------------------------LASLL-V-------PSVASHSLD 
GS---------------------VQRAQL--------RPLHLRF---LLSANCCLSRQ-- 
---------------------------------RMSKLQ--------------------- 
-------------SFAPSG----------------------------------------- 
LYSPSDS----------------------------------------------------- 
--------------------------------------------------------P--- 
------------------------------------------------------------ 
------------------AYLNS------------------------------------- 
-----------------------------------ALS-RTSGPLQLGLSFSQGSA---- 
-RPEINRQVCGAARGMA-------------------AGSGSDLE---------------- 
--------------------------LWIKKKN-S-------------------SEP--- 
-------------------------VVVY----------------SK-TYCPYCMRVKK- 
LFST-L-----G--YDF--EVIELDA--------------------------------G- 
--------GQL-GLQDALE-RVS-------------------GQYT-------------- 
---VP--NVFIGGKHIGGCDDTVALHSKG------------------------------- 
-----------------QLEP-L---LQAAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ANRS- 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>AmtGRXA1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------------------------------------M-------- 
-------------------------------------------A-------PRTA----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------G----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------TD------------------------------------- 
-----------------------------------PLE-R-------------------- 
------------VERLA-------------------AEN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SI-SSCCMCHAVKR- 
LFCG-M-----G--VNP--TVYELDEDP----R-------------------------G- 
--------KE---MEKALV-RLL-------------------GS--------------SQ 
-A-VP--AVFIGGKLIGPMDRVMASHING------------------------------- 
-----------------SLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA4     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------M-Y-QTE----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--S---WG-----------------------------------------SYM-------- 
-------------------------------------------P-------ARTN----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------L----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------GD------------------------------------- 
-----------------------------------PLE-R-------------------- 
------------IGRLA-------------------SEN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SI-SSCCMCHAIKR- 



LFCG-M-----G--VNP--TVYELDEDP----R-------------------------G- 
--------KE---MEKALM-RLL-------------------GS--------------SS 
-A-VP--VVFIGGKLVGAMDRVMASHING------------------------------- 
-----------------SLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA5     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------------------MQY-H-QAE----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--S---WG-----------------------------------------YYV-------- 
-------------------------------------------P-------MRTS----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------M----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------VSD------------------------------------- 
-----------------------------------PLE-K-------------------- 
------------VARLA-------------------SGS--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SI-SSCCMCHAVKR- 
LFCG-M-----G--VNP--TVYELDHDP----R-------------------------G- 
--------KE---IEKALM-RLL-------------------GS--------------ST 
-S-VP--VVFIGGKLIGAMDRVMASHISG------------------------------- 
-----------------TLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA6     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------------------MQY-H-QAE----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--S---WG-----------------------------------------YHV-------- 
-------------------------------------------P-------TRTC----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------M----------------------------------------------------- 



------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------ASD------------------------------------- 
-----------------------------------PLE-K-------------------- 
------------VARLA-------------------SES--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SI-SSCCMCHAVKR- 
LFCG-M-----G--VNP--TVYELDHDP----R-------------------------G- 
--------EE---IEKALM-RLL-------------------GN--------------ST 
-S-VP--VVFIGGKLIGAMERVMASHISG------------------------------- 
-----------------TLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MH-Y-QAA----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--AAS-WG-----------------------------------------SYVA------- 
-----------------------------------------G-A-------PRNSAAAA- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----VV----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------VGD------------------------------------- 
-----------------------------------PLE-R-------------------- 
------------IERLA-------------------SES--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SV-STCCMCHAIKR- 
LFCG-M-----G--VNP--TVHELDEDP----R-------------------------G- 
--------KD---LERALM-RLL-------------------GT--------------PS 
-V-VP--VVFIGGKLVGTMDRVMACHING------------------------------- 
-----------------TLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA4    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MH-Y-QAA----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
--AAAWWG-----------------------------------------SYVA------- 
-------------------------------------------A-------PRNAAAA-- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------V----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------VGD------------------------------------- 
-----------------------------------PLE-R-------------------- 
------------IERLA-------------------SES--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SV-STCCMCHAIKR- 
LFCG-M-----G--VNP--TVHELDEDP----R-------------------------G- 
--------KD---LERALM-RLL-------------------GT--------------PS 
-V-VP--VVFIGGKLVGTMDRVMACHING------------------------------- 
-----------------TLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtaGRXA1   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------MS------------------------------------- 
-----------------------------------PLE-R-------------------- 
------------IHHLA-------------------SEN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SI-SSCCMCHVVKR- 
LFFG-L-----G--VNP--TVYELDEEH----G-------------------------G- 
--------KE---IEKALL-RLL-------------------CG--------------SP 
-S-VP--AVFVGGKLVGGLDRLMASHING------------------------------- 
-----------------SLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtaGRXA3 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-Y-HAR----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--AYNQFGE----------------------------------------GSY-------- 
-------------------------------------------G-------ERTSLHLAS 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------QSG----------------------------------------- 
SS--TSS----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------LMS------------------------------------- 
-----------------------------------PVE-R-------------------- 
------------IHQLA-------------------AES--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SI-SSCCMCHVVKR- 
LFCG-L-----G--VNP--TVYELDEEH----G-------------------------G- 
--------KE---IEKALL-RLL-------------------GG--------------SP 
-S-VP--AVFVGGKLVGGLDRVMASHING------------------------------- 
-----------------SLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtaGRXA8 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-Y-HHP----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--AAEAWG-----------------------------------------GSYGG------ 
-------------------------------------DDMSS-G-------RRTSLHMPA 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------GGQSG----------------------------------------- 
S----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------IS------------------------------------- 
-----------------------------------PLE-R-------------------- 
------------VERLA-------------------SEN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SM-SSCCMCHVIKR- 
LFCS-L-----G--VNP--TVYELDEEH----H-------------------------G- 
--------KD---MEKALQ-RLV-------------------GG--------------GQ 
-A-VP--AVFVGGKFLGGMDRVMASHING------------------------------- 
-----------------TLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 



-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtaGRXA2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-Y-HY------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----HFG-----------------------------------------GGM-------- 
-----------------------------------------S-G-------RRTSLELSS 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------ADASS----------------------------------------- 
VAGGGGG----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------LVS------------------------------------- 
-----------------------------------PME-R-------------------- 
------------VERLA-------------------SEN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SI-SSCCMCHVVKS- 
LFCS-L-----G--VNP--TVYELDEEH----G-------------------------G- 
--------KE---MERVIR-KLV-------------------GG--------------QP 
---VP--AVFIGGKLIGGLDRVMASHING------------------------------- 
-----------------TLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SMGRXA2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-R-------------------- 
------------VERMV-------------------SEN--------------------- 
--------------------------------------------------------A--- 



-------------------------VVIF----------------SM-SSCCMCHVVKS- 
LLCS-L-----G--VNP--TVYEMDEES----D-------------------------G- 
--------GD---MEEALA-RIM-------------------GD--------------SQ 
-V-VP--TVFIGGKLIGGLDQVMAAHISG------------------------------- 
-----------------SLVP-Q---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>MpGRXA1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-T-QT------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----QSLG-----------------------------------------FSM-------- 
-----------------------------------------G-D-------SRWSMQ--- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----GMS----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------QLD------------------------------------- 
-----------------------------------AVE-R-------------------- 
------------VERLA-------------------AEN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SL-SSCCMCHVVKR- 
LFCS-L-----G--VGP--TVYELDDMN----G-------------------------G- 
--------AE---LERALR-KLV-------------------GD--------------SQ 
-A-VP--AVFVGGKLLGGLDRVMAAHISG------------------------------- 
-----------------ALIP-Q---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA21  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------M-Y-QAA----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--ESSSWG-----------------------------------------GNY-------- 
---------------------------------------HSI-E-------TRCA----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



-----SS----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------SSD------------------------------------- 
-----------------------------------PLE-R-------------------- 
------------VIRLA-------------------SGS--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SM-STCCMCHAVKR- 
LFCG-M-----G--VHP--TVYELDQDP----K-------------------------G- 
--------KD---MERALS-RLL-------------------GN--------------SP 
-A-VP--VVFIGGKLIGAMDRVMASHING------------------------------- 
-----------------TLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA18  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-Y-QES----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--N-SSRG---------------------------------------------------- 
---------------------------------------NHR-T-------TRVK----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---RRSS----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------CSD------------------------------------- 
-----------------------------------SLE-R-------------------- 
------------VVKLA-------------------SVS--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SS-SSCCMCHAMKR- 
LFCE-L-----G--VNP--TVYELDHDP----N-------------------------G- 
--------KS---MEKALS-KLL-------------------GN--------------SP 
-A-VP--VVFIGSELIGSMDRVMASHING------------------------------- 
-----------------SLVP-L---LKEVG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA19  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-Y-Q------------- 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------N-------TRSR----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---QRSS----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------SSE------------------------------------- 
-----------------------------------SME-R-------------------- 
------------VARLA-------------------SGS--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SS-SSCCMCHAMKR- 
LFCE-L-----G--VSP--MVYELDQDP----N-------------------------G- 
--------KG---MERALS-KLI-------------------GN--------------SP 
-A-IP--VVFIGGDLIGSMDTVMASHING------------------------------- 
-----------------TLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA20  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-Y-Q------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------N-------TRAR----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---QRSS----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------SSD------------------------------------- 
-----------------------------------LLE-R-------------------- 
------------VARLA-------------------SGS--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SS-SSCCMCHAIKR- 
LFCE-L-----G--VSP--MVYELDQDP----N-------------------------G- 
--------KG---MERALY-KLL-------------------GN--------------SP 
-T-VP--VVFIGGELIGSMDRVMASHING------------------------------- 
-----------------TLVP-R---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA1 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MH-Y-HQV----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--EPAAWS-----------------------------------------YYM-------- 
----------------------------------------------------RVH----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----RSM----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------EED------------------------------------- 
-----------------------------------QME-R-------------------- 
------------VARLA-------------------SQS--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SV-SSCCMCHAMKR- 
LFCG-M-----G--VNP--TVHELDQDP----K-------------------------G- 
--------KD---MERALM-RLL-------------------GI--------GINST-SS 
-A-VP--VVFIGGKLVGPMDRVLAFHISG------------------------------- 
-----------------TLVP-L---LKQAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA2   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MRQE---------------------------------NIMH-Y--QV----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--EP-AWS-----------------------------------------YYM-------- 
----------------------------------------------------RVR----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----RSM----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------EED------------------------------------- 
-----------------------------------QME-R-------------------- 
------------VARLA-------------------SQS--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SV-SSCCMCHAMKR- 
LFCG-M-----G--VNP--TVHELDQDP----K-------------------------G- 
--------KD---MESALM-RLL-------------------GIGIG----NGINSTASA 
-A-VP--VVFIGGKLVGSMDRVLAFHISG------------------------------- 
-----------------TLVP-L---LKQAG----------------------------- 
------------------------------------------------------------ 



------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXA11    
-MTYFLR--------------------------------------------------VTF 
AWRINFLSSSSS------------------------------------------------ 
---------FDRSID--------------------------------------------- 
------------------------------------------------------------ 
-----------------PDLEFEPGRACSFV----------------------------- 
-STRK------------------------------------MQ-Y-QAE----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--S--SWG-----------------------------------------YQMT------- 
-----------------------------------------G-S-------MRRG----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------GGRG----------------------------------------- 
VAGMGGD----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------SSD------------------------------------- 
-----------------------------------PLE-R-------------------- 
------------VVRLA-------------------SES--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SV-SSCCMCHAVKS- 
LFCG-M-----G--VSP--VVHELDQDP----S-------------------------G- 
--------KE---MEQALA-LLL-------------------GS-------YGV----AP 
-A-VP--VVFIGGKLIGAMDRVMASHING------------------------------- 
-----------------TLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXA1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VTKLA-------------------SQR--------------------- 



--------------------------------------------------------A--- 
-------------------------VVIF----------------ST-SSCCMCHTVTR- 
LFRE-L-----G--VNP--TVVELDEDP----R-------------------------G- 
--------KE---MEKALA-RLL-------------------GR--------------NP 
-A-VP--AVFIGGRLVGSTDKVMSLHLSG------------------------------- 
-----------------NLVP-L---LRNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXA9     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VTKLA-------------------SQR--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SM-SSCCMCHTVTR- 
LFRE-L-----G--VNP--TVVELDEDP----R-------------------------G- 
--------KE---MEKALA-RLL-------------------GR--------------SP 
-A-VP--AVFIGGRLAGSTDKVMSLHLSG------------------------------- 
-----------------NLVP-L---LRNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>OsGRXA3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VNRLA-------------------AQR--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SM-SSCCMCHTVTR- 
LFCE-L-----G--VNP--TVVELDEDP----R-------------------------G- 
--------KE---MEKALA-RLL-------------------GR--------------SP 
-A-VP--AVFIGGRLVGSTDKVMSLHLSG------------------------------- 
-----------------NLVP-L---LRNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>BdGRXA2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VTKLA-------------------GQR--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SM-SSCCMCHSVMR- 
LFRE-L-----G--VNP--TVVELDEDP----R-------------------------G- 
--------KE---MDKALV-RLL-------------------GR--------------NP 
-A-VP--AVFIGGRLVGSTDKVMSLHLSG------------------------------- 
-----------------NLVP-L---LRNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXA8     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VTRLA-------------------AQR--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------ST-SSCCMCHTVTQ- 
LFRE-L-----G--VNA--TVVELDEDP----R-------------------------G- 
--------NE---MEKALA-RLL-------------------GR--------------ST 
-G-VP--AVFIGGRLVGSTDKVMSLHLSG------------------------------- 
-----------------NLVP-L---LRNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXA3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-H-------------------- 
------------VARLA-------------------SQR--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------ST-SSCCMCHTVTQ- 
LFRE-L-----G--VNT--MVVELDKDP----R-------------------------G- 
--------NE---MEKGLA-RLL-------------------GR--------------SA 
-G-VP--AVFIGGRLVGSTDKVMSLHLSG------------------------------- 
-----------------NLVP-L---LRNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 



>ZmGRXA2    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VTKLA-------------------SQR--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SA-SSCCMCHTVTR- 
LFRE-L-----G--VNP--TVVELDEDP----S------------------------WG- 
--------KE---MEKALA-RLL-------------------GR--------------SP 
-A-VP--AVFIGGRLVGSTDKVMSLHLSG------------------------------- 
-----------------NLDT-M---LRNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXA4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VMQLV-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------TL-SSCCMCHTVTQ- 
LMAD-L-----S--VNA--LVHELDSDP----R-------------------------G- 
--------KD---MERALL-KML------------------GGR--------------AP 
-A-VP--AVFIGGKLVGGTNNVMSLHLGG------------------------------- 
-----------------ELVP-M---LMNAG----------------------------- 



------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXA5     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------MAD-R-------------------- 
------------VMKLA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------TL-SSCCMCHTVTK- 
LMQD-L-----S--VNA--LVHELDSDP----R-------------------------G- 
--------KE---MERALL-KML------------------GGR--------------GP 
-A-VP--AVFIGGKLVGGTNRIMSLHLAG------------------------------- 
-----------------ELKP-M---LINAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXA6     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 



------------VMKLA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------TL-SSCCMCHTVTK- 
LMQD-L-----S--VNA--LVHELDSDP----R-------------------------G- 
--------KE---MERALL-KML------------------GGR--------------GP 
-A-VP--AVFIGGKLVGGTNRIMSLHLGG------------------------------- 
-----------------ELVP-M---LKNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXA7     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VMKLA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------TL-SSCCMCHTVTK- 
LMQD-L-----S--VNA--LVHELDSDP----R-------------------------G- 
--------KE---MERALL-KML------------------GGR--------------GP 
-A-VP--AVFIGGKLVGGTNRIMSLHLGG------------------------------- 
-----------------ELVP-M---LMNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXA5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------MKIA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------TL-SSCCMCHTVTR- 
LMAD-L-----G--VNA--LVHELDSDP----R-------------------------G- 
--------KD---MERALL-KML------------------GGR--------------GP 
-A-VP--AVFIGGKLVGGTNRVMSLHLAG------------------------------- 
-----------------ELVP-M---LKSAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>BdGRXA3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VMKLA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------TL-SSCCMCHTVER- 
LFSEQL-----G--VNA--LVHELDKDP----R-------------------------G- 
--------KE---MERALL-KML-------------------GR--------------GP 
-A-VP--AVFIGGKLVGGTNKVMSLHLGG------------------------------- 
-----------------ELVP-M---LKHAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>BdGRXA4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-S-------------------- 
------------VMKMA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------TL-SSCCMCHTVTR- 
LFRD-L-----G--VNA--FVHELDQDP----K-------------------------G- 
--------KE---IERALL-KLL-------------------GK--------------GP 
-P-VP--VVFIGGKLVGGTNKIMSLHLGG------------------------------- 
-----------------ELVP-M---LRNVG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>BdGRXA5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VMKLA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------TL-SSCCMCHTVSR- 
LFCD-L-----G--VNA--LVHELDQDP----K-------------------------G- 
--------KE---MEKALL-KLL-------------------GR--------------GP 
-S-VP--AVFIGGKLVGGTNKVMSLHLGG------------------------------- 
-----------------ELVP-M---LRNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------- 
>OsGRXA16 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VMKLA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------TL-SSCCMCHTVTR- 
LFCD-L-----G--VNA--LVHELDQDP----R-------------------------G- 
--------KE---MERALL-KLL-------------------GR--------------GP 
-P-VP--VVFIGGKLVGGTNKIMSLHLGG------------------------------- 
-----------------ELIP-M---LKNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>BdGRXA6 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VMKLA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------TL-SSCCMCHTVSC- 
LFCD-L-----G--VNA--LVHELDNDP----R-------------------------G- 
--------KE---MERALL-KLL-------------------GK--------------GP 
-P-VP--VEFGGGKLVGGTSKIMSLHLGG------------------------------- 



-----------------ELVP-M---LVNKY----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------MCTFQ 
VYNFS------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>OsGRXA8 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VTRLA-------------------SQK--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SK-SSCGMSHAVTR- 
LLRE-L-----G--VDA--RVVELDEEP----A-------------------------G- 
--------AD---MENALA-GMLLA--------GTAANGGGRGR--------------GV 
-V-VP--TVFIGGRLVGSTDRVMSLHVAG------------------------------- 
-----------------GLVP-L---LRDAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXA6 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------------------------------------M-------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----AM----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------EAS------------------------------------- 



-----------------------------------AADGG-------------------- 
------------VARLA-------------------SQR--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------GT-SNCCMCHAVKT- 
LF-SEL-----G--VGW--ALHELDTDP----G-------------------------G- 
--------KD---MEKALA-RMV-------------------GR--------------SP 
-P-VP--AVFIGGKLVGPTDQVMALHLRG------------------------------- 
-----------------KLVP-L---LREAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXA13    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------MADGG-------------------- 
------------VARLA-------------------SQR--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------GT-SNCCMCHAVKT- 
LF-SGL-----G--VSW--AACELDKEP----K-------------------------G- 
--------KD---IEKSLA-RMV-------------------GR--------------SP 
-P-VP--AVFIGGKLVGTTDQVMALHLGG------------------------------- 
-----------------KLVP-L---LREAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>OsGRXA5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------MAE-R-------------------- 
------------VARLS-------------------SQR--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------GA-SNCFMCHVVKT- 
LF-SEL-----G--VSW--AVHEVDKDP----N-------------------------G- 
--------KD---VERALA-GMV-------------------GR--------------TP 
-P-VP--AVFIGGKLVGPTDQVMSLHLAG------------------------------- 
-----------------KLVP-L---LREAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWLR 
DTKYSYILPANQLINYRS----IN------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>BdGRXA9 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------MAD-R-------------------- 
------------VAKLA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------GA-SECCLCHAVET- 
LF-REL-----G--VSW--AVHEVD----------------------------------- 
--------RD---VERALA-GMMVG--------RS------RSR--------------SP 
-P-VP--AVFIGGRLVGPTDRVMSLHLAG------------------------------- 
-----------------QLVP-L---LRQAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXA7 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------MAK-R-------------------- 
------------VSRLS--------------------KK--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------TT-SQCPMCHTVWS- 
LF-QEL-----G--VCA--AVHELDKDP----R-------------------------G- 
--------PE---MERELA-RRL-------------------GR--------------AP 
-SVVP--AVFISGKLVGSTDKIMSLHLDG------------------------------- 
-----------------KLVP-M---LKGSGW---------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------DIWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXA8 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------MAE-R-------------------- 
------------VSRLS-------------------TEK--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------TT-SQCPMCHTVSS- 
LF-SEL-----G--VCA--AVHELDKDP----R-------------------------G- 
--------RD---MERDLA-RRL-------------------GR--------------AP 
-P-VP--AVFIGGRLVGSTDKIMSLHLAG------------------------------- 
-----------------KLVP-M---LKGAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------- 
>SiGRXA4     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------MAE-R-------------------- 
------------VSRLS-------------------TEK--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------TT-SQCPMCHTVSS- 
LF-SEL-----G--VCA--AVHELDKDP----R-------------------------G- 
--------RE---MERELA-RRL-------------------GR--------------VP 
-P-VP--AVFIGGKLVGSTDRVMSLHLAG------------------------------- 
-----------------NLVP-M---LKGAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXA3     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------MAE-R-------------------- 
------------VSRLS-------------------TEK--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------TR-SQCPMCHTVLS- 
LF-SEL-----G--VCA--AVHELDKDP----R-------------------------G- 
--------RD---MERELA-RRL-------------------GR--------------AP 



-P-VP--AVFVGGKLVGSTDTIMSLHLAG------------------------------- 
-----------------KLVP-M---LKAAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>OsGRXA17 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-R-------------------- 
------------VAKLS-------------------TEK--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------TA-SNCPMCHTVVS- 
LF-SDL-----G--VGA--AVHELDRDPL---H-------------------------G- 
--------RD---MERDLA-RRL-------------------GR--------------SP 
-P-VP--AVFIAGKLVGSTDRVMSLHLAG------------------------------- 
-----------------KLVP-M---LKAAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXA9    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VAKLA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------TA-SNCSMGDVVTS- 
LL-SSL-----G--VSA--AVHELDSDP----R-------------------------G- 
--------QE---MERELA-RRLGG--------GSAA---ERGT--------------T- 
-A-LP--AVFVGGSLVGGTNRVMALHLAG------------------------------- 
-----------------ELVP-M---LKSAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXA10 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-H-------------------- 
------------VARLA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------TA-SNCSMGDVVTS- 
LL-SSL-----G--VNA--AVHDLDRDP----R-------------------------G- 
--------ME---MERELA-RRLGG--------GGGR---GTTT--------------TP 
-T-VP--AVFVGGDLVGGTNRVMALHLSG------------------------------- 
-----------------ELVP-M---LRKAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXA11    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VARLV-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------TA-SNCSMCDVVTS- 
LL-GSL-----G--VNA--AVHDLDRDP----R-------------------------G- 
--------RE---MERELA-RRLGG--------GSGP---G-GS--------------TP 
-T-VP--AVFVGGDLVGGTNRVMALHLAG------------------------------- 
-----------------ELVP-M---LRNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXA12    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-R-------------------- 
------------VAALA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------TA-SNCSMGNVVVS- 
LL-SSL-----G--VNA--AVHEVDRDP----R-------------------------G- 
--------RE---MEQDLA-RRLAG--------SS-------GG--------------TP 
-T-VP--AVFVGGNLVGGTARVMALHLAG------------------------------- 
-----------------ELVP-L---LRSAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>BdGRXA7 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-Q-------------------- 
------------VATLA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------TT-SRCSMCPVVTS- 
LL-REL-----G--VNA--AVHELDKDP----Q-------------------------G- 
--------RE---MERELA-RRLG-----------------RGS--------------TS 
-V-VP--AVFIGGNLVGGTNRVMALHLAG------------------------------- 
-----------------QLVP-M---LKNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXA10    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VARLV-------------------SER--------------------- 
--------------------------------------------------------T--- 
-------------------------VVVF----------------TV-SNCSWCNVVTS- 
LL-DSL-----G--VHA--AVHDLDRDP----R-------------------------G- 
--------RE---MERELA-RRLGG--------GAGR---G-GS--------------TP 
-T-VP--AVFVGGDLVGGINRVLALHLSD------------------------------- 
-----------------ELVR-M---LRNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AICPC 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>OsGRXA12 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-R-------------------- 
------------VAKLA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------TA-SNCGMCHAVTS- 
LLVGEL-----G--VNA--AVHELDKDP----R-------------------------G- 
--------RD---MERELA-RRLNG--------GG-------GG--------------GR 
-A-LP--AVFVGGNLVGGANRVMSLHLAG------------------------------- 
-----------------ELVP-M---LKNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>OsGRXA13 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------MAE-M-------------------- 
------------VARLA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------TK-SGCCMCTAVTT- 
LL-GEL-----A--VSA--AVHELDRDP----L-------------------------G- 



--------KE---MEKELA-RRLYG--------SSG------RG--------------GP 
-A-VP--AVFIGGSLVGGTSKVMAMHLKG------------------------------- 
-----------------ELVP-L---LKSAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>OsGRXA14 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------MAE-M-------------------- 
------------VARLA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------TK-SGCCMCTAVTT- 
LL-GEL-----A--VSA--AVHELDREP----L-------------------------G- 
--------KE---MERELA-RRLYG--------SGG------RG--------------GP 
-A-VP--AVFIGGSLVGGTSKVMTVHLKG------------------------------- 
-----------------ELVP-M---LKSAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>OsGRXA15 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------MAE-M-------------------- 
------------VARLA-------------------SER--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------TK-SGCCMCTAVTT- 
LL-GEL-----A--VSA--AVHELDREP----L-------------------------G- 
--------KE---MERELA-RRLYG--------SGG------RG--------------GP 
-A-VP--AVFIGGSLVGSTSKVMAMHLKG------------------------------- 
-----------------ELVP-M---LKNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXA11 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-Y--AA----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--AEQAW-------------------------------------------YM-------- 
---------------------------------------------------PATT----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----TMM----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------AES------------------------------------- 
-----------------------------------AVA-R-------------------- 
------------VERLA-------------------SES--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SV-SSCCMCHAVKR- 
LFCG-M-----G--VHP--TVHELDLDP----R-------------------------G- 
--------RE---LEHALA-RLI-G--------Y--------GPA----------GA--P 
-V-VP--VVFIGGKLVGAMDRVMAAHING------------------------------- 
-----------------SLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXA1     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-Y--AA----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



--AEQAW-------------------------------------------YM-------- 
---------------------------------------------------PAAA----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----APM----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------AES------------------------------------- 
-----------------------------------AVA-R-------------------- 
------------VERLA-------------------SES--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SV-SSCCMCHAVKR- 
LFCG-M-----G--VHP--TVHELDLDP----C-------------------------G- 
--------RE---LERALA-RLL-G--------Y--------GPA----------AA--P 
-V-VP--VVFIGGKLVGAMDRVMAAHING------------------------------- 
-----------------SLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>OsGRXA6 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-YG-AA----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--AEQAW-------------------------------------------YM-------- 
---------------------------------------------------PAAA----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---PAPM----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------VES------------------------------------- 
-----------------------------------AVA-R-------------------- 
------------VERLA-------------------SES--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SV-SSCCMCHAVKR- 
LFCG-M-----G--VHP--TVHELDLDP----R-------------------------G- 
--------RE---LERALA-RLV-G--------YG-------GPA----------AASPP 
-V-VP--VVFIGGKLVGAMDRVMAAHING------------------------------- 
-----------------SLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>BdGRXA8 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-Y---A----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--AEQAW-------------------------------------------YMP------- 
-----------------------------------------M-G-------PAAA----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----ASS----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------MES------------------------------------- 
-----------------------------------AVA-R-------------------- 
------------VERLA-------------------SES--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SV-SSCCMCHAVKR- 
LFCG-M-----G--VHP--TVHELDLDP----R-------------------------G- 
--------RE---LERALA-RLVAG--------F--------GAF----------GSAAP 
-V-VP--VVFIGGRLVGAMDRVMAAHING------------------------------- 
-----------------SLVP-L---LKDAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXA12 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-YGAAA----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--AEQAWS------------------------------------------YM-------- 
---------------------------------------------------PVVA----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---PSSA----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------VET------------------------------------- 
-----------------------------------AAE-R-------------------- 
------------VERLA-------------------SES--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SV-STCCMCHAVKR- 
LFCG-M-----G--VHP--TVHELDHDP----R-------------------------G- 
--------RE---LERALA-CLL-G--------AS-------GAS----------AAGAP 
-V-VP--VVFIGGRLVGAMDRVMAAHING------------------------------- 
-----------------TLVP-L---LKDAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXA2     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-YGAAA----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--AEQAW-------------------------------------------YM-------- 
---------------------------------------------------PVVA----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---PAAA----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------AET------------------------------------- 
-----------------------------------AAE-R-------------------- 
------------VERLA-------------------SES--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SV-STCCM-----S- 
ALCG-M-----G--VHP--AVHELDLDP----R-------------------------G- 
--------RE---LERALA-CLL-G--------AA--------AG----------PGAAP 
-V-VP--VVFIGGRLVGAMDRVMAAHING------------------------------- 
-----------------SLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>OsGRXA7 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-YGAAA----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--AEQAW-------------------------------------------YM-------- 
---------------------------------------------------PAAAM---- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--VVAAA----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------AET------------------------------------- 
-----------------------------------AAE-R-------------------- 
------------VERLA-------------------SES--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SV-SSCCMCHAVKR- 



LFCG-M-----G--VHP--AVHELDLDP----R-------------------------G- 
--------RD---LERALA-RLV-------------------GAG----------GAAAA 
-A-VP--VVFIGGKLVGAMDRVMAAHING------------------------------- 
-----------------SLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXA10    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MH-Y--------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--QTESWS-----------------------------------------TYL-------- 
---------------------------------------------------PAAR----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------P----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------VGD------------------------------------- 
-----------------------------------PVE-R-------------------- 
------------IERMA-------------------AES--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SV-STCCMCHAVKS- 
LFCG-M-----G--VNP--TVHELDHDP----R-------------------------G- 
--------KE---LEKALA-RLS-------------------GAP----------PSAA- 
---VP--VVFIGGKLVGAMDRVMASHING------------------------------- 
-----------------TLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VRELA-------------------SKK--------------------- 
--------------------------------------------------------A--- 
-------------------------AVIF----------------TK-SSCYMCHSITQ- 
LFYE-L-----G--ASP--AVHELDKDG----Y-------------------------G- 
--------RE---MEWALR-SM--------------------GC--------------NP 
-S-VP--AVFIGGKFVGSSKDVISLHVDG------------------------------- 
-----------------SLKQ-M---LMAAK----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWF- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA6   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VRELA-------------------SKK--------------------- 
--------------------------------------------------------A--- 
-------------------------AVIF----------------TK-SSCYMCHSITQ- 
LFYE-L-----G--ASP--AVHELDKDA----Y-------------------------G- 
--------RE---MEWALR-SM--------------------GC--------------NP 
-S-VP--AVFIGGKFVGSSKDVISLHVDG------------------------------- 
-----------------SLKQ-M---LMAAK----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWF- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA7 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VKDLA-------------------SKK--------------------- 
--------------------------------------------------------A--- 
-------------------------AVIF----------------TK-SSCCMCHSIKQ- 
LFYE-L-----G--ASP--AVHELDNDS----Y-------------------------G- 
--------KE---MEWALR-GM--------------------GC--------------NP 
-S-VP--AVFIGGKFVGSSKDVISLHVDG------------------------------- 
-----------------SLKQ-L---LMDAK----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWF- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA8 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VKDLA-------------------SKK--------------------- 
--------------------------------------------------------A--- 
-------------------------AVIF----------------TK-SSCCMCHSIKQ- 
LFYE-L-----G--ASP--AVHELDNDS----Y-------------------------G- 
--------KE---MEWALR-GM--------------------GC--------------NP 
-S-VP--AVFIGGKFVGSSKDVISLHVDG------------------------------- 
-----------------SLKQ-L---LMDAK----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWF- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXA5     
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VRELA-------------------SKK--------------------- 
--------------------------------------------------------A--- 
-------------------------AVIF----------------TK-SSCCMCHSIKS- 
LFYE-L-----G--ASP--AIHELDHEA----S-------------------------G- 
--------RE---MEWALR-NL--------------------GC--------------TP 
-S-VP--AVFIGGRFIGSAKDVISYHVDG------------------------------- 
-----------------SLKQ-M---LIDAK----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWF- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA20    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-K-------------------- 
------------VRDLA-------------------SRN--------------------- 
--------------------------------------------------------A--- 
-------------------------AVIF----------------TK-SSCCMCHSIKT- 
LFYE-L-----G--ASP--AIHELDREA----N-------------------------G- 
--------KE---MEWALR-GL--------------------GC--------------NP 
-T-VP--AVFIGGKWVGSAKDVLSLHLDG------------------------------- 
-----------------SLKQ-M---LMEAK----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 



-------------------------------------------------------AIWF- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA26    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-Q-------------------- 
------------VRDLA-------------------SKN--------------------- 
--------------------------------------------------------A--- 
-------------------------AVIF----------------TK-SSCCMCHSIKT- 
LFYE-L-----G--ASP--AIHELDREA----N-------------------------G- 
--------RE---MEWALR-GL--------------------GC--------------NP 
-T-VP--AVFIGGKWVGSAKDVLSLHLDG------------------------------- 
-----------------SLKQ-M---LMEAK----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWF- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA23  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------IGELA-------------------SKK--------------------- 
--------------------------------------------------------A--- 



-------------------------AVIF----------------TK-SSCFMCHSIKA- 
LFYD-I-----G--ASP--AIHELDEDP----K-------------------------G- 
--------KE---MEWALR-SL--------------------GC--------------NP 
-C-VP--AVFIGGKYVGSCKDVISLQVDG------------------------------- 
-----------------SLKQ-M---LIDAK----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA24  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-K-------------------- 
------------IRDLS-------------------SKR--------------------- 
--------------------------------------------------------A--- 
-------------------------AVIF----------------TK-SSCCMCHSIKA- 
LFYE-L-----G--ASP--AIHELDQDS----R-------------------------G- 
--------NE---MALALR-SL--------------------GC--------------NP 
-C-VP--AIFIGGNFIGSTKDVISLHVNG------------------------------- 
-----------------SLKQ-M---LINAK----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXA6 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-R-------------------- 
------------VRDLA-------------------SEK--------------------- 
--------------------------------------------------------A--- 
-------------------------AVIF----------------TK-SSCCMCHSIKT- 
LFYE-L-----G--ASP--AIHELDKDP----Q-------------------------G- 
--------PD---MERALF-RVF-------------------GS--------------NP 
-A-VP--AVFVGGRYVGSAKDVISFHVDG------------------------------- 
-----------------SLKQ-M---LKASN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXA11 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-R-------------------- 
------------IRDLS-------------------SKK--------------------- 
--------------------------------------------------------A--- 
-------------------------AVIF----------------TK-SSCCMCHSIKT- 
LFYE-L-----G--ASP--AIHELDKDP----E-------------------------G- 
--------RE---MERALR-ALG-------------------SS--------------NP 
-A-VP--AVFVGGRYIGSAKDIISFHVDG------------------------------- 
-----------------SLKQ-M---LKDAK----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA9  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VAKLA-------------------SQK--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SK-SSCGMCHAIKR- 
LFYE-L-----G--VGP--TIYEVDEES----R-------------------------G- 
--------KE---IEWCLM-RL--------------------GC--------------NP 
-S-VP--AVFIGGKFVGAPNTVMTLHLNG------------------------------- 
-----------------SLKK-M---LRDAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA10 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-R-------------------- 
------------ITKLA-------------------SQK--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SK-SSCGMSHAIKR- 
LFYE-Q-----G--VGP--AIYELDEDT----R-------------------------G- 
--------KE---MEWALM-RL--------------------GC--------------NP 
-S-VP--AVFVGGKFVGSANTVMTLHLNG------------------------------- 
-----------------SLKK-M---LRDAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA11  



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-R-------------------- 
------------ITKLA-------------------SQK--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SK-SSCGMSHAIKR- 
LFYE-Q-----G--VGP--AIYELDEDT----R-------------------------G- 
--------KE---MEWALL-RL--------------------GC--------------NP 
-S-VP--AVFVGGKFVGSANTVMTLHLNG------------------------------- 
-----------------SLKK-M---LRDAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXA4     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-K-------------------- 
------------VARLA-------------------SQK--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SK-SSCCMCHAIKR- 
LFYD-Q-----G--VSP--AIHELDEDP----R-------------------------G- 
--------RE---MERALI-RL--------------------GC--------------NP 
-A-VP--AVFIGGKFVGSANAVMTLQLNG------------------------------- 
-----------------SLKK-M---LKDAG----------------------------- 
------------------------------------------------------------ 



------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA14    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VAKLA-------------------SQK--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SK-SSCCMCHAIKR- 
LFYD-Q-----G--VSP--AIYELDEDS----R-------------------------G- 
--------KE---MEWALM-RL--------------------GC--------------NP 
-S-VP--AVFIGGKFVGSANTVMTLQLNG------------------------------- 
-----------------SLKK-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA22  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-R-------------------- 
------------VVKVA-------------------SQK--------------------- 



--------------------------------------------------------A--- 
-------------------------VVIF----------------SK-SSCCMCHAIKR- 
LFYE-Q-----G--VSP--LIYELDEDM----N-------------------------G- 
--------RD---MERSLL-RL--------------------GC--------------SP 
-A-VP--AVFIGGRFVGSANTVMTLHING------------------------------- 
-----------------SLKK-M---LKDAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXA9 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-V-------------------- 
------------VARLA-------------------SQR--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SK-STCCMSHAIKR- 
LFYE-Q-----G--VSP--AIVEIDQDM----Y-------------------------G- 
--------KD---IEWALA-RL--------------------GC--------------SP 
-T-VP--AVFVGGKFVGTANTVMTLHLNG------------------------------- 
-----------------SLKI-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>AmtGRXA2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-K-------------------- 
------------VKRMA-------------------SQN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SK-STCPMSHAIQT- 
FFHD-L-----G--VHA--TVYEVDELP----N-------------------------G- 
--------RE---IERALA-NLV-------------------GR--------------GP 
-P-IP--ATFIGGHFVGPTDKVMSVHLSG------------------------------- 
-----------------KLVP-M---LRKAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>AmtGRXA3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-N-------------------- 
------------VKRMA-------------------SQN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SK-STCPMSHAIQT- 
FFHD-L-----G--VHP--TVHEIDELP----N-------------------------G- 
--------RE---IERALA-NLV-------------------GR--------------GP 
-P-IP--ATFIGGQFVGPTDKVMSLHLSG------------------------------- 
-----------------KLVP-M---LRKAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>AmtGRXA4  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-T-------------------- 
------------VKRMA-------------------SQN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SK-TTCSMSHAIQS- 
FFHE-L-----G--VHV--TVHEVDELP----N-------------------------G- 
--------RE---IERALA-KLV-------------------SR--------------GP 
-S-IP--ATFIGQDFVGPTDKVMSLHLSG------------------------------- 
-----------------KLVP-M---LRKAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>AmtGRXA5  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VTRMA-------------------SQN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SK-STCSMSHAIQT- 
FFHE-R-----G--VHITMTVYTVDELP----N-------------------------G- 
--------RE---IERVLT-NLV-------------------GR--------------GP 
-P-IP--ATFIGGHFVGPTERVMSLHLSG------------------------------- 
-----------------KLVP-M---LRDAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AL--- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 



>GmGRXA12 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-R-------------------- 
------------VTKMV-------------------SER--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-SSCCMSHTIKT- 
LFCD-F-----G--VNP--AVHELDEIP----R-------------------------G- 
--------RD---IEQALS-RL--------------------GC--------------SP 
-S-VP--AVFIAGDLIGGANEVMSLHLNR------------------------------- 
-----------------SLIP-M---LKKAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA13  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-R-------------------- 
------------VTKMV-------------------SER--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-SSCCMSHTIKT- 
LLCD-F-----G--VNP--AVHELDEIP----R-------------------------G- 
--------RD---IEQALS-RL--------------------GC--------------SP 
-S-VP--AVFISGELVGGANEVMSLHLNR------------------------------- 
-----------------SLIP-M---LKKAG----------------------------- 



------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA14 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------VTQMA-------------------SER--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SR-SSCCMCHTIKT- 
LFSD-F-----G--VHP--NVHELDEIP----R-------------------------G- 
--------ND---IEQALS-RL--------------------GC--------------SP 
-S-VP--VVFIGGELVGGANEVMSLHLNR------------------------------- 
-----------------SLIP-M---LRRAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA15   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 



------------VTQMA-------------------SER--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SR-SSCCMCHTIKT- 
LFSD-F-----G--VHP--NVHELDEIP----R-------------------------G- 
--------KD---IEQALS-RL--------------------GC--------------SP 
-S-VP--AVFIGGELVGGANEVMSLHLNR------------------------------- 
-----------------SLIP-M---LRRAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXA21 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-M-------------------- 
------------ITKMV-------------------MER--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIY----------------SK-SSCCMSHTIKT- 
LLCD-F-----G--ANP--AVYELDEIS----R-------------------------G- 
--------RE---IEQALL-RL--------------------GC--------------SP 
-A-VP--GVFIGGELVGGANEVMSLHLNG------------------------------- 
-----------------SLIP-M---LKRAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA3     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-R-------------------- 
------------VTNLA-------------------SER--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-STCCMCHTIKT- 
LFNE-F-----G--VNV--AVHELDEMP----R-------------------------G- 
--------RE---IEQALS-RF--------------------GC---------------P 
-T-LP--AVFIGGELVGGANEVMSLHLNR------------------------------- 
-----------------SLIP-M---LKRAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA12    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-R-------------------- 
------------VTNLA-------------------SER--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-SSCCMCHTIKT- 
LFNE-F-----G--VNV--AVHELDEMP----R-------------------------G- 
--------RE---IEQALS-RF--------------------GC---------------P 
-T-LP--AVFIGGELVGGANEVMSLHLNR------------------------------- 
-----------------SLIP-M---LKRAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA13    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-R-------------------- 
------------VTNLA-------------------SER--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-STCCMCHTIKT- 
LFNE-F-----G--VNV--AVHELDEMP----R-------------------------G- 
--------RE---IEQALS-RF--------------------GC---------------P 
-T-LP--AVFIGGELVGGANEVMSLHLNR------------------------------- 
-----------------SLIP-M---LQRAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA10    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-R-------------------- 
------------VTKLA-------------------SER--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-TTCCMCHTIKT- 
LFCD-F-----G--VNP--AVHELDEMP----R-------------------------G- 
--------RE---IEQALT-RA--------------------GC---------------P 
-T-LP--AVFIGGEIVGGANEVMSLHLSR------------------------------- 
-----------------SLIP-M---LKHAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------- 
>SolyGRXA25  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-R-------------------- 
------------VSRMV-------------------SEK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-NSCCMSHTIKS- 
LFCD-L-----G--VHP--SVHELDEMQ----R-------------------------G- 
--------RE---IEAALS-RL--------------------GC--------------NP 
-T-VP--AVFIGGELVGGENEVMSLHLQR------------------------------- 
-----------------SLKP-M---LKRAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXA13 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-K-------------------- 
------------IQKMI-------------------SEK--------------------- 
--------------------------------------------------------S--- 
-------------------------VVIF----------------SN-NSCCMSHTIKT- 
LFLD-L-----G--VNP--TIYELDEIN----R-------------------------G- 
--------KE---IEYALA-QL--------------------GC--------------SP 
-T-VP--VVFIGGQLVGGANQVMSLHLNR------------------------------- 



-----------------SLIP-M---LKRFG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXA14 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-K-------------------- 
------------LQKMT-------------------SEK--------------------- 
--------------------------------------------------------S--- 
-------------------------LVIF----------------SK-NSCCMSHTIKT- 
LFLD-L-----G--VNP--TIYELDEIN----R-------------------------G- 
--------KE---IEQALA-QL--------------------GC--------------SP 
-T-VP--VVFIGGQLVGGANQVMSLHLNR------------------------------- 
-----------------SLIP-M---LKRVG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXA15 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------MD-K-------------------- 
------------LQKMI-------------------SEK--------------------- 
--------------------------------------------------------S--- 
-------------------------VVIF----------------SK-NSCCMSHTIKT- 
LFID-F-----G--VNP--TIYELDEIN----R-------------------------G- 
--------KE---IEQALA-QL--------------------GC--------------SP 
-T-VP--VVFIGGQLVGGANQVMSLHLNR------------------------------- 
-----------------SLVP-M---LKRVG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXA16 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-N-------------------- 
------------LQKMI-------------------SEK--------------------- 
--------------------------------------------------------S--- 
-------------------------VVIF----------------SK-NSCCMSHTIKT- 
LFLD-F-----G--VNP--TIYELDEIN----I-------------------------G- 
--------RE---IEQALA-QL--------------------GC--------------SP 
-T-VP--VVFIGGQLVGGANQVMSLHLNR------------------------------- 
-----------------SLVP-M---LKRAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXA17 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-N-------------------- 
------------LQKMI-------------------SEK--------------------- 
--------------------------------------------------------S--- 
-------------------------VVIF----------------SK-NSCCMSHTIKT- 
LFLD-L-----G--VNP--TIYELDEIS----R-------------------------G- 
--------KE---IEHALA-QL--------------------GC--------------SP 
-T-VP--VVFIGGQLVGGANQVMSLHLNR------------------------------- 
-----------------SLVP-M---LKRAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXA8     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MT-ITKNA----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--QAFALSPF-------------------------------------VFLYICSLA---- 
-----------------------------------FRILLHI-S-------PSVVEIVRT 
I----------------------------------------------------------- 
-------------------------------------N---------------------- 
-----------LESFGAFG----------------------------------------- 
H--HLAC----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------AFS------------------------------------- 
-----------------------------------PME-R-------------------- 
------------INRMV-------------------LER--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SR-SSCCMCHTIKM- 
LFRE-F-----G--VNP--VVHELDEIP----R-------------------------G- 
--------RE---IEQALS-RL--------------------GR--------------SP 
-A-VP--AVFIGGELVGGTNEVMSLHLNR------------------------------- 
-----------------SLIP-R---LIQAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AMWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA26  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-K-------------------- 
------------LSKMV-------------------TEK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-TGCCMSHSIKS- 
FFSD-L-----G--VNT--AVYELDEML----R------------------------TG- 
--------RE---IETVLS-NL--------------------GC--------------NP 
-T-VP--AVFIGGQMVGGESEVMSLHLQG------------------------------- 
-----------------ALKP-K---LKTAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXA9     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-R-------------------- 
------------INRMV-------------------LER--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SR-SSCCMCHTVKM- 
LFRE-F-----G--VNP--VVHELDEIP----R-------------------------G- 
--------QE---IEQALS-RL--------------------GR--------------SP 
-T-VP--AVFIGGELVGGINEVTSLHLNR------------------------------- 
-----------------SLTT-C---VKRIG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AVES- 
----SRVAPRPSVCNPTE----L------------------------------------- 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------- 
>EgGRXA6     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------M------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ED-L-------------------- 
------------VAKMS-------------------SEK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-SSCCMCHTIKT- 
LLCD-F-----G--ANP--TVHELDEIP----R-------------------------G- 
--------KE---IEQALV-RR--------------------GC--------------NP 
-A-VP--AVFIGGQLVGGANEVMS---PI------------------------------- 
-----------------SVGP--------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXA7     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------M------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ED-L-------------------- 
------------VAKMI-------------------SEK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-SSCCMCHTIKT- 
LLCD-F-----G--ANP--TVHELDEIP----R-------------------------G- 
--------KE---IEQALV-RR--------------------GC--------------NP 



-A-VP--AVFIGGQLVRGANEVMS---PI------------------------------- 
-----------------SVGP--------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA16 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDL--------------------- 
------------ITSMV-------------------AER--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-STCCLSHSMTT- 
LIRS-F-----G--ANP--TIYELDEMT----N-------------------------G- 
--------QQ---IESALL-Q-M-------------------GC--------------QP 
-S-VP--AVFIGQQFIGGSKRVMSLHLRN------------------------------- 
-----------------ELVP-K---LINAR----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWI- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA17 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------MDL--------------------- 
------------ITSMV-------------------AER--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-STCCLSHSMTT- 
LIRS-F-----G--ANP--TIYELDEMT----N-------------------------G- 
--------QP---IESALL-Q-M-------------------GC--------------QP 
-S-VP--AVFIGQKFIGGSKRVMSLHLRN------------------------------- 
-----------------ELVP-L---LINAR----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWI- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA18  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDV--------------------- 
------------ITSMV-------------------AEK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-STCCLSHSMTS- 
LIRS-F-----G--ANP--TVHELDEMA----N-------------------------G- 
--------QQ---IESALL-H-M-------------------GC--------------QP 
-S-VP--AVFIGQRFIGGSKKIMSLHVRN------------------------------- 
-----------------ELVP-L---LKNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWI- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA19 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDV--------------------- 
------------ITSMV-------------------AEK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-STCCLSHSMTS- 
LIRS-F-----G--ANP--TVHELDEMA----N-------------------------G- 
--------QQ---IESALL-Q-M-------------------GC--------------QP 
-S-VP--TVFIGQRFIGGSKKIMSLHVRN------------------------------- 
-----------------ELVP-L---LKNAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWI- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA20    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDL--------------------- 
------------ITNMV-------------------TEK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-STCCMSHSIKS- 
LILS-F-----G--ASP--TVYELDEMT----N-------------------------G- 
--------QQ---IERELL-Q-M-------------------GC--------------QP 
-S-VP--AVFIGQQFIGGPQSVTSLHIRN------------------------------- 
-----------------ELAP-L---LL-------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA15    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDM--------------------- 
------------VNRLV-------------------ADR--------------------- 
--------------------------------------------------------P--- 
-------------------------VVVF----------------SR-STCCMSHSIKT- 
LISS-F-----G--ANP--TVYELDQIP----N-------------------------G- 
--------KQ---IEKALVQQ-L-------------------GC--------------QP 
-S-VP--AVFIGQEFVGGDKQVMSLQVRN------------------------------- 
-----------------ELAP-L---LRKAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWI- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA21    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDI--------------------- 
------------VRRLV-------------------ADR--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SR-STCCMSHSIKT- 
LISS-F-----G--ANP--TVYELDQIP----N-------------------------G- 
--------KQ---IERALVQQ-L-------------------GC--------------QP 
-S-VP--TVFIGQEFVGGDKQVMSLQVRN------------------------------- 
-----------------ELGS-L---LRKAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWI- 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA22    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDI--------------------- 
------------VRRLV-------------------ADR--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SR-STCCMSHSIKT- 
LISS-F-----G--ANP--TVYELDQIP----N-------------------------G- 
--------KQ---IERALVQQ-L-------------------GC--------------QP 
-S-VP--TVFIGQEFVGGDKQVMSLQVRN------------------------------- 
-----------------ELGS-L---LRKAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWI- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXA1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MEK--------------------- 
------------ISNLL-------------------EDK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-TSCCMSHSIKS- 
LISG-Y-----G--ANS--TVYELDEMS----N-------------------------G- 



--------PE---IERALV-E-L-------------------GC--------------KP 
-T-VP--AVFIGQELVGGANQLMSLQVRN------------------------------- 
-----------------QLAS-L---LRRAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWI- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXA10 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MES--------------------- 
------------VRSLV-------------------EDK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-SSCCMSHSIQT- 
LISG-F-----G--AKM--TVYELDQFS----N-------------------------G- 
--------QE---IEKALV-Q-M-------------------GC--------------KP 
-S-VP--AVFIGQQFIGGANQVMTLQVKN------------------------------- 
-----------------QLAA-M---LRRAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA16    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDV--------------------- 
------------VNVMI-------------------QEK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-SSCCMSHSIES- 
LMRG-F-----G--ANP--TIYQLDQIP----N-------------------------G- 
--------QQ---IERALM-Q-L-------------------GF--------------RQ 
-S-VP--AVFIGQQLIGNERQVMSLHIQN------------------------------- 
-----------------QLVP-L---LIQAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWI- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA17    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDV--------------------- 
------------VNVLI-------------------QDK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-SSCCMSHSVET- 
LIRG-F-----G--ANP--TVYDLDRIP----N-------------------------G- 
--------QQ---IERALM-Q-L-------------------GF--------------RQ 
-S-VP--AVFIGQQLVGNERNVMSLHIQN------------------------------- 
-----------------QLVP-L---LIQAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWI- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA23    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDV--------------------- 
------------LNVMI-------------------QEK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-SSCCMSHSIKS- 
LIRG-F-----G--ANP--TVYELDRIP----N-------------------------G- 
--------QQ---IERALV-Q-L-------------------GF--------------GQ 
-S-VP--AVFIGQRLVGNERQVMSLHVQN------------------------------- 
-----------------QLVP-L---LIQAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWI- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA18    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDV--------------------- 
------------VNAMI-------------------QEK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-SSCCMSHSIES- 
LIRG-F-----G--ANP--TIYQLDQLP----N-------------------------G- 
--------HQ---IERALV-Q-L-------------------GF--------------RQ 
-S-VP--VVFIGQKLVGNERQVMGLHVRN------------------------------- 
-----------------QLVP-L---LIQAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWI- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA24    
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDV--------------------- 
------------VNVMI-------------------QGK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------RK-SSCCMSHSVES- 
LIRG-F-----G--ANL--TIYELDRIT----N-------------------------G- 
--------QQ---IERALV-Q-L-------------------GF--------------RQ 
-S-LP--AVFIGQQLVGNERQVMSLHVQN------------------------------- 
-----------------QLVP-L---LIQAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWM- 
---WNK------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA21    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDV--------------------- 
------------VTSLT-------------------ADK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-STCFMSHTVKA- 
LICS-F-----G--ASP--SVIELDKMQ----S-------------------------G- 
--------HQ---VERALI-Q-L-------------------GC--------------KP 
-S-VP--AVFIGQQFIGGADEVIKLNVQN------------------------------- 
-----------------KLAQ-L---LLGAK----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIFI- 



---WSR------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA22  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDV--------------------- 
------------LTTLT-------------------ADK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-STCCMSHTVKA- 
LICS-F-----G--ASP--TIIEVDKMP----S-------------------------G- 
--------QQ---VERALI-Q-L-------------------GC--------------KP 
-S-VP--AVFIGQQFIGGADEVIKLNVQN------------------------------- 
-----------------KLAQ-L---LLGAK----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIFI- 
---WSR------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA23   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDL--------------------- 
------------LATLT-------------------ADK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-STCAISHSVKA- 



LICS-F-----G--ANP--TVIEIDKMT----N-------------------------G- 
--------QQ---IERALI-Q-V-------------------GC--------------RP 
-T-VP--AVFIGQQLIGGADEVICLNVQN------------------------------- 
-----------------RLAQ-L---LLRAR----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIFI- 
---WSS------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA1   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MES--------------------- 
------------VMKLG-------------------GES--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------TK-SNCCISHSIET- 
LIRS-F-----G--ANP--TIYELDELS----N-------------------------G- 
--------ME---MEKALV-E-L-------------------GC--------------KP 
-S-VP--AVFIGKELVGGSNEIMSLNLRG------------------------------- 
----------------NKLKQ-L---LIRAK----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA2   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MNW--------------------- 
------------VMKLG-------------------ASS--------------------- 
--------------------------------------------------------G--- 
-------------------------VVIF----------------TK-SSCCISHSIET- 
LILN-F-----G--ANP--IIYELNTHP----N-------------------------G- 
--------KQ---MEKALI-E-L-------------------GC--------------QP 
-S-VP--AIFIGKELIGGANEIMSLNVRG------------------------------- 
-----------------KLKQ-L---LIRAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA3   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDM--------------------- 
------------VMKLG-------------------SSS--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------TK-SSCCISHSIET- 
LIRS-F-----G--ANP--TVYELDTHP----N-------------------------G- 
--------KQ---MEKALM-E-L-------------------GC--------------HP 
-S-VP--AIFIGKELVGGANEIMSLNVRG------------------------------- 
-----------------KLKQ-L---LIRAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA4   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDM--------------------- 
------------VMKLG-------------------SSS--------------------- 
--------------------------------------------------------V--- 
-------------------------VVIF----------------TK-SSCCISHSIET- 
LIRS-F-----G--ANP--TIYELDTHP----N-------------------------G- 
--------KQ---MEKALM-E-L-------------------GC--------------QP 
-S-VP--AIFIGKELVGGANEIMSLNVRG------------------------------- 
-----------------KLKQ-L---LIRAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA5   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDM--------------------- 
------------VMKLG-------------------TSS--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------TK-SSCCISHSIET- 
LIRS-F-----G--ANP--TVYELDTHP----N-------------------------G- 
--------KQ---MEKALM-E-L-------------------GC--------------QP 
-S-VP--TIFIGKELVGGANEIMSLNVRG------------------------------- 
-----------------KLKQ-L---LIRAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA6   
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDM--------------------- 
------------VMKLG-------------------ASS--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------TK-SSCCISHSIET- 
LIRS-F-----G--ANP--IVYELDTHP----N-------------------------G- 
--------KK---MEKALM-E-L-------------------GC--------------HP 
-S-VP--AIFIGKELVGGANEIMSLNVRG------------------------------- 
-----------------KLKQ-L---LIRAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWI- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA7   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDM--------------------- 
------------VMKLG-------------------TSS--------------------- 
--------------------------------------------------------S--- 
-------------------------VVIF----------------TK-NSCCISHSIET- 
LIRS-F-----G--ANP--IIYELDTHP----N-------------------------G- 
--------KQ---MEKALM-E-L-------------------GC--------------QP 
-S-VP--AIFIGKELVGGANEIMSLNVRG------------------------------- 
-----------------KLKQ-L---LIRAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 



-------------------------------------------------------AIWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA8   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDM--------------------- 
------------VMKLG-------------------TSS--------------------- 
--------------------------------------------------------S--- 
-------------------------VVIF----------------TK-SSCCISHSIET- 
LIRN-F-----G--ANP--IIYELDTHP----N-------------------------G- 
--------KK---MEKALM-E-L-------------------GC--------------QP 
-S-VP--AIFIGKELVGGANEIMSLNVRG------------------------------- 
-----------------KLKQ-L---LIRAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA9   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDM--------------------- 
------------VMKLG-------------------ATS--------------------- 
--------------------------------------------------------G--- 



-------------------------VVIF----------------TK-SSCCISHSIET- 
LIRS-F-----G--ANP--IIYELDTHP----N-------------------------G- 
--------KQ---MEKALM-E-L-------------------GC--------------QP 
-S-VP--AIFIGKELVGGANEIMSLNVRG------------------------------- 
-----------------KLKQ-L---LIRAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWI- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA10  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDM--------------------- 
------------LMKLG-------------------ATS--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------TK-SNCCISHSIET- 
LIRS-F-----G--ANP--TIYELDTHP----N-------------------------G- 
--------KQ---MEKALM-E-L-------------------GC--------------QP 
-S-VP--AIFIGKELVGGANEIMSLNIRG------------------------------- 
-----------------KLKQ-L---LIRAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA11  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDM--------------------- 
------------VMELR-------------------TKN--------------------- 
--------------------------------------------------------S--- 
-------------------------VVIF----------------TK-SSCCISHSIVT- 
LIRS-F-----G--ANP--IIYELDTHP----N-------------------------G- 
--------KQ---MEKALM-E-L-------------------GC--------------QP 
-S-VP--TVFIGKELVGGANEIMSLNLRG------------------------------- 
-----------------KLKQ-L---LG-------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA12  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MEM--------------------- 
------------VMKMG-------------------AQS--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SR-STCCISHTIET- 
LIRN-F-----G--ANP--IVYELDRLQ----N-------------------------G- 
--------KE---LERALV-D-L-------------------GC--------------QQ 
-I-VP--VVFIGNELVGGSNEIMSLNIRD------------------------------- 
-----------------KLKQ-L---LIKAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA13  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDM--------------------- 
------------VMKLG-------------------AES--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------TK-STCCISHSIET- 
LIRS-F-----G--ANP--KVYELDKLV----S-------------------------N- 
--------GE---MEKALV-ELL-------------------GC--------------KS 
TS-VP--AVFIGEEFVGGSNEIMSLNVRG------------------------------- 
-----------------KLKQ-L---LLKAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWI- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA14  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDM--------------------- 
------------VMKLG-------------------SES--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIL----------------SK-STCCISHSIET- 
LIRG-F-----G--ANP--MVYELDKLS----N-------------------------G- 
--------KE---MEKALI-ELL-------------------GC--------------KS 
-S-VP--AVFIGEEFVGGSNEIISLNVRG------------------------------- 
-----------------KLKK-L---LLKAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWI- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA15  



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDI--------------------- 
------------VHRLG-------------------EES--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SK-SNCCMSHSIET- 
LIRN-F-----G--ANP--MVYKLDEIE----K-------------------------G- 
--------KK---MEKALI-E-M-------------------GC--------------NP 
-S-TP--AIFIGKEFVGGSDEVMSLNVKG------------------------------- 
-----------------KLKE-L---LIKAN----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXA14    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDTT-------------------- 
------------LAGLV-------------------QDK--------------------- 
--------------------------------------------------------P--- 
-------------------------IVIF----------------SR-STCCMSHTVKS- 
LILS-Y-----G--ANP--TVYELDQMP----N-------------------------R- 
--------NQ---IERALV-Q-L-------------------GR--------------RE 
-V-VP--TVFIGQKYIGGANELMSHQVRG------------------------------- 
-----------------TLVP-L---LREAR----------------------------- 
------------------------------------------------------------ 



------------------------------------------------------------ 
-------------------------------------------------------AIWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXA15    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDTT-------------------- 
------------LAGLV-------------------QDK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIF----------------SR-STCCMSHTVKS- 
LILS-Y-----G--ANP--TVYELDQMP----N-------------------------R- 
--------NQ---IERALV-Q-L-------------------GR--------------RE 
-V-VP--TVFIGQKYIGGTNELMSHQVRG------------------------------- 
-----------------TLVP-L---LREAR----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXA16    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MDTT-------------------- 
------------LAGLV-------------------RDK--------------------- 



--------------------------------------------------------P--- 
-------------------------VVIF----------------SR-SSCCMSHTVKS- 
LILS-Y-----G--ANP--TVYELDQMP----N-------------------------K- 
--------NQ---IERALV-Q-L-------------------GR--------------RE 
-V-VP--TVFIGQKYIGGANELMSHQVRG------------------------------- 
-----------------TLVP-L---LREAR----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AIWV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA16  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MES--------------------- 
------------VKKMV-------------------AEK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVMF----------------SK-SKCCMCHTIKT- 
LISS-F-----G--ANL--TVYELDELP----N-------------------------G- 
--------LQ---VERALM-M-L-------------------GL--------------RP 
-S-VP--AVFIGQELIGGANEIMSLHLEG------------------------------- 
-----------------NLVP-L---LMKAK----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA17  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MES--------------------- 
------------LKKMV-------------------AEK--------------------- 
--------------------------------------------------------P--- 
-------------------------VVMF----------------SK-SKCCMCHTIKT- 
LISS-F-----G--ANL--TVYELDELP----N-------------------------G- 
--------LQ---VERALL-M-L-------------------GR--------------RP 
-S-VP--AVFIGQELIGGANEIMSLHLEG------------------------------- 
-----------------NLVP-L---LMKAK----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SMGRXA1     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MN-EVSSQ----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--SAIVLP---------------------------------------LMGHAAP------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---AEST----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------SAS------------------------------------- 
-----------------------------------AVE-V-------------------- 
------------VEKLA-------------------VEN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SS-SGCCMSHVVKR- 
LLCG-L-----G--VNP--VVFELDEEK----N-------------------------G- 
--------PE---IEKALA-RFT-------------------GI--------------SQ 
-V-SP--TVFIGGKLVGGLDQVMASHISG------------------------------- 
-----------------KLVP-Q---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PpGRXA1   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MVDSQG---------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---EEQR----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------MAR------------------------------------- 
-----------------------------------AMQ-E-------------------- 
------------IEKLV-------------------QEN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SQ-SGCCMCHVVKR- 
LFCS-L-----G--VGP--TVHELDERK----E-------------------------G- 
--------GD---MEKALL-RLN-----------------------------------NK 
VA-LP--TVFVGGKLVGGVDAVMAAHVSG------------------------------- 
-----------------NLVP-R---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PpGRXA2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MEDSLG---------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---EEQR----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------MAQ------------------------------------- 
-----------------------------------AMQ-E-------------------- 
------------IEKLV-------------------QEN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SQ-SRCCMCHVVKR- 
LFCN-L-----G--VGP--TVHELDERK----E-------------------------G- 
--------VD---MEKALL-RLN-----------------------------------NT 
VV-LP--TVFVGGKLVGGVDAVMAAHVSG------------------------------- 
-----------------NLVP-R---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 



>GmGRXA24  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-K-------------------- 
------------VMRLA-------------------TEK--------------------- 
--------------------------------------------------------G--- 
-------------------------VVVF----------------TK-SSCCLCYAVNI- 
LFQE-L-----G--VIP--VVHEIDKDP----E-------------------------G- 
--------KE---MEKAIT-RL--------------------GSP-------------TP 
---VP--AVFIGGKLVGSTNEVMSLHLSG------------------------------- 
-----------------SLTQ-L---LKPYR----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALS-- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA25 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-K-------------------- 
------------VTRLA-------------------TEK--------------------- 
--------------------------------------------------------G--- 
-------------------------VVVF----------------TK-SSCCLCYAVNI- 
LFQE-L-----G--VIP--VVHEIDKDP----E-------------------------G- 
--------KE---IEKAIT-RL--------------------GCP-------------TP 
---VP--AVFIGGKLVGSTNEVMSLHLSG------------------------------- 
-----------------SLTQ-L---LKPYR----------------------------- 



------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALS-- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA26 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-K-------------------- 
------------VTRLA-------------------SEK--------------------- 
--------------------------------------------------------G--- 
-------------------------VVIF----------------TK-SSCCLCYAVNI- 
LFQE-L-----G--VNP--VVHEIDHDP----E-------------------------G- 
--------RE---MEKALL-RQ--------------------GCT-------------AP 
---VP--AVFIGGKLMGSTNEIMSLHLSG------------------------------- 
-----------------SLTQ-M---LKPYQ----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALS-- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA27 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-K-------------------- 



------------VMRLA-------------------SEK--------------------- 
--------------------------------------------------------G--- 
-------------------------VVIF----------------TK-SSCCLCYAVNI- 
LFQE-L-----G--VNP--VVHEIDHDP----E-------------------------G- 
--------RE---MEKALL-RL--------------------GCT-------------AP 
---VP--AVFIGGKLRGSTNEIMSLHLSG------------------------------- 
-----------------SLTQ-M---LKPYQ----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALS-- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA19    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-K-------------------- 
------------VLRLA-------------------SEQ--------------------- 
--------------------------------------------------------G--- 
-------------------------VVIF----------------IK-STCCLCYAVKI- 
LFQE-I-----G--VDP--LVHEIDQDP----E-------------------------G- 
--------RE---MEKALT-RM--------------------GCS-------------AP 
---VP--AVFVGGKLLGSTNEVMSLHLSG------------------------------- 
-----------------SLNQ-M---LKPYQ----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------SQT-- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtGRXA25    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-K-------------------- 
------------VMGLA-------------------SEK--------------------- 
--------------------------------------------------------G--- 
-------------------------VVIF----------------SK-SSCCLCYAVKI- 
LFQE-I-----G--VDP--LVYEIDQDP----E-------------------------G- 
--------RE---MEKALT-RL--------------------GCN-------------AP 
---VP--AVFIGGKLMGSTNEVMSLHLSG------------------------------- 
-----------------SLIP-M---LKPYQ----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------N---- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXA12    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-K-------------------- 
------------VKRCA-------------------SEQ--------------------- 
--------------------------------------------------------G--- 
-------------------------VVIF----------------SK-SSCCLCYTVTI- 
LFRD-L-----G--VQP--RVYEIDRDP----E-------------------------C- 
--------RE---IEKALV-RL--------------------GCN-------------AP 
---VP--AVFIGGQLVGSTNEVMSLHLSG------------------------------- 
-----------------SLIP-M---IRPYQ----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------AQSSA 
I----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXA3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-K-------------------- 
------------VMRMS-------------------SEK--------------------- 
--------------------------------------------------------G--- 
-------------------------VVIF----------------TK-SSCCLSYAVQV- 
LFQD-L-----G--VNP--KIHEIDKDP----E-------------------------C- 
--------RE---IEKALM-RL--------------------GCS-------------KP 
---VP--AVFIGGKLVGSTNEVMSMHLSS------------------------------- 
-----------------SLVP-L---VKPY------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------------------------------------------LC- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXA5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-K-------------------- 
------------VVRMS-------------------SEK--------------------- 
--------------------------------------------------------G--- 
-------------------------VVIF----------------SK-SSCCMSYAVQV- 
LFQD-L-----G--VHP--TVHEIDKDP----E-------------------------C- 
--------RE---IEKALM-RL--------------------GCS-------------TP 
---VP--AIFVGGKLIGSTNEVMSLHLSG------------------------------- 
-----------------SLVP-L---VKPFQ----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ANLC- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------- 
>ATGRXA7 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-K-------------------- 
------------VMRMS-------------------SEK--------------------- 
--------------------------------------------------------G--- 
-------------------------VVIF----------------TK-SSCCLCYAVQI- 
LFRD-L-----R--VQP--TIHEIDNDP----D-------------------------C- 
--------RE---IEKALL-RL--------------------GCS-------------TA 
---VP--AVFVGGKLVGSTNEVMSLHLSG------------------------------- 
-----------------SLVP-L---IKPYQ----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------SILY- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXA12 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-K-------------------- 
------------VMRMS-------------------SEK--------------------- 
--------------------------------------------------------G--- 
-------------------------VVIF----------------TK-SSCCLCYAVQI- 
LFRD-L-----R--VQP--TIHEIDNDP----D-------------------------C- 
--------RE---IEKALV-RL--------------------GCA-------------NA 
---VP--AVFVSGKLVGSTNDVMSLHLSG------------------------------- 



-----------------SLVP-L---IKPYQ----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------SFHN- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>EgGRXA13    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ME-K-------------------- 
------------VTRLA-------------------SEK--------------------- 
--------------------------------------------------------G--- 
-------------------------VVIF----------------SK-STCCLCYTVSI- 
LFRD-L-----G--VQP--EVHEIDQDP----E-------------------------G- 
--------LE---MERYLA-RL--------------------GCT-------------GP 
---VP--AVFIGGNLVGSTNEVMSLHLGG------------------------------- 
-----------------ALLP-L---LAPYQ----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------DHADH 
ALS--------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA27  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



-----------------------------------MAD-K-------------------- 
------------VQRMS-------------------SEH--------------------- 
--------------------------------------------------------G--- 
-------------------------VMIF----------------SK-STCCLCYAVTI- 
LFRD-L-----G--VDP--YVHELDHDS----E-------------------------G- 
--------KD---MEKALV-RM--------------------GCN-------------VS 
---VP--AVFIGGKLVGSTNEVMSLHLKG------------------------------- 
-----------------SLIQ-L---LKPYL----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------PD--- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SolyGRXA28  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MD-K-------------------- 
------------VQRMA-------------------RDH--------------------- 
--------------------------------------------------------G--- 
-------------------------VVIF----------------SK-STCCLSYAVSV- 
LFKD-L-----G--VVP--YVCQIDHEP----D-------------------------G- 
--------KE---MEKALI-RM--------------------GVN-------------SS 
FL-FP--AVFIGGSLLGSTNEVMSLHLQG------------------------------- 
-----------------SLNQ-L---IQPYI----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------SILKS 
N----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtaGRXA4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------------------------M-SSCCMCHVVKR- 
LLCS-L-----G--VNP--AVCELDEEDRVDHE-------------------------GA 
QGELRAHRDD---IERALF-RLV-------------------G--Q------------RP 
-P-VP--AVFIGGQLVGGLDHLMAAHISG------------------------------- 
-----------------DLVP-R---LKDAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtaGRXA5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MQG------------------------------------LQ-YR-------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----PGAA----------------------------------------GSAPCK----- 
-------------------------------------------K-------KSAA-LQV- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------N----------------------------------------- 
KPL--QR----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------LES------------------------------------- 
-----------------------------------PLE-A-------------------- 
------------VQRLA-------------------SEN--------------------- 
--------------------------------------------------------A--- 
-------------------------VLIF----------------SM-SSCCMCHVVKR- 
LLCS-L-----G--VNP--AVCELDEEDRVQQE-------------------------GA 
QGELRAHRDD---IERALF-RLV-------------------G--Q------------RP 
-P-VP--AVFIGGQLVGGLDQLMAAHISG------------------------------- 
-----------------ELVP-R---LKDAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtaGRXA6 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
--MQG------------------------------------LQ-YRAGG----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--SAAPGTV----------------------------------------ASAACR----- 
-------------------------------------------R-------PAAATLQLG 
RS---------------------------------------------------------- 
----------------------------------SVDD---------------------- 
-----------AEEETMTT----------------------------------------- 
KTA--TM----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------SLS------------------------------------- 
-----------------------------------PLE-R-------------------- 
------------VQRLA-------------------SDN--------------------- 
--------------------------------------------------------A--- 
-------------------------VLVF----------------SV-TSCCMCHVVKR- 
LFCG-L-----G--VNP--AVFELDEEG----E-------------------------G- 
-----AGNSD---MEKVLV-RLV-------------------G--K------------KP 
-A-VP--AVFIGGELVGGLDRLMAAHISG------------------------------- 
-----------------ELVP-K---LKQAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtaGRXA7 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MQG------------------------------------LR-YSSSA----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--DSDVTGG----------------------------------------DDAACK----- 
-----------------------------------------L-R-------PANKQQQL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------ELMGC----------------------------------------- 
NLLMKTV----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------DES------------------------------------- 
-----------------------------------PVD-K-------------------- 
------------IRRLT-------------------TEN--------------------- 
--------------------------------------------------------A--- 
-------------------------VLVF----------------SM-TSCCMCHVVKR- 
LLCS-L-----G--VHP--AVCELDEE-----E-------------------------GG 
V--------E---MEKILR-ALV-------------------GGAQ------------KS 
-S-VP--AVFIGGNLIGGLDRVMSMHIEG------------------------------- 
-----------------DLVP-K---LKEAK----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------- 
>ATGRXA8 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-Y--------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--QTESWG---------------------------------------------------- 
-------------------------------------------S-------YKMSSLGFG 
G----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---LGMV----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------ADT------------------------------------- 
-----------------------------------GLL-R-------------------- 
------------IESLA-------------------SES--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SV-STCCMCHAVKG- 
LFRG-M-----G--VSP--AVHELDLHPY-----------------------------G- 
--------GD---IQRALI-RLL-------------------GCS----------GSSSP 
GS-LP--VVFIGGKLVGAMDRVMASHING------------------------------- 
-----------------SLVP-L---LKDAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXA20 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-Y--------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--KTETRGS--------------------------------------------------- 
-----------------------------------------L-S-------YNNNSKVMN 
N----------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---MNVF----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------PSE------------------------------------- 
-----------------------------------TLA-K-------------------- 
------------IESMA-------------------AEN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVIF----------------SV-STCCMCHAIKR- 
LFRG-M-----G--VSP--AVHELDLLPY-----------------------------G- 
--------VE---IHRALL-RLL-------------------GCSS--------GGATSP 



GA-LP--VVFIGGKMVGAMERVMASHING------------------------------- 
-----------------SLVP-L---LKDAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>MpGRXA2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-S-PHP----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--QSLQWGA--------------------------------------QLSATASQVPD-- 
---------QITRQ------------------LMPPPAAISF-S-------DAAAGKGAS 
AY---------------------------------------------------------- 
----------------------------------PTKNG--------------------- 
----------AVYTEPVVA----------------------------------------- 
RHVGTYN----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------TAE------------------------------------- 
-----------------------------------VWD-S-------------------- 
------------LERVA-------------------SEN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVMF----------------SI-SSCCVCHVVKR- 
LFSS-L-----G--VAP--AIYELDQES----S-------------------------G- 
--------PE---IVVALQ-RLA-------------------GA--------------SQ 
-A-LP--AIFIGKKYIGGLEELISAHIGG------------------------------- 
-----------------FLVP-Q---LKQAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXA13 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MLR------------------------------------ME-VQQ-Q----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--QQESGV---------------------------------------------------- 
-----------SGG------------------VVADAAAASG-A-------DAAPTT--- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------TTMVA----------------------------------------- 
AAPHSAS----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 



--------------------ALA------------------------------------- 
-----------------------------------VYE-R-------------------- 
------------VARMA-------------------GGN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SA-SGCCMCHVVKR- 
LLLG-L-----G--VGP--TVYELDQMA----AGG---------------------GGG- 
--------RE---IQAALA-QLLP-----------P------GQ--------------PP 
---LP--VVFVGGRLLGGVEKVMACHING------------------------------- 
-----------------TLVP-L---LKQAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXA14    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MLR------------------------------------ME-V--------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---AESGST--------------------------------------------------- 
----------GSGG------------------VGVGVAVADA-P-------SSAP----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
GGAEAEA----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------AMA------------------------------------- 
-----------------------------------VYE-R-------------------- 
------------VARMA-------------------SGN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SA-SGCCMCHVVKR- 
LLLG-L-----G--VGP--TVYELDQLG----S-S---------------------GGG- 
--------RE---IQAALA-QLLP-----------P------GQ--------------PA 
---VP--VVFVGGRLLGGVEKVMACHING------------------------------- 
-----------------TLVP-L---LKQAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>BdGRXA1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MMR------------------------------------MQ-QQQVV----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--AVEGGVV--------------------------------------------------- 



----------VSNG------------------GGMESPDDSS-S-------SSAI----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------VYE-R-------------------- 
------------VAAMA-------------------SGS--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SA-SGCCMCHVVKR- 
LLLG-L-----G--VGP--AVYELDQL-------G---------------------GAG- 
--------RE---IQAALA-QLLPG--------SSN------GG--------------AV 
---VP--VVFVGGRLLGGVDKVMACHING------------------------------- 
-----------------SLVP-L---LKDAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>OsGRXA11 
-----------------------------------------------------------M 
SERVFAELATIH------------------------------------------------ 
---------YQKSLP--------------------------------------------- 
------------------------------------------------------------ 
-----------------CRHSFDPPRTTPILHLYIIHLLLPPLIAIVCLCYIAIVPFEEE 
EERMR------------------------------------MQ-V--------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------------VETAAVEE-E-------EAAA----- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------A----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------MMS------------------------------------- 
-----------------------------------VYE-R-------------------- 
------------VARMA-------------------SGN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SA-SGCCMCHVVKR- 
LLLG-L-----G--VGP--AVYELDQLA----A-------------------------A- 
--------AD---IQAALS-QLLP-----------P------GQ--------------PP 
---VP--VVFVGGRLLGGVEKVMACHING------------------------------- 
-----------------TLVP-L---LKQAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA28 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------M----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------INP------------------------------------- 
------------------------------------YE-V-------------------- 
------------LHRLT-------------------SCN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SS-SECCMSTVAKR- 
LLFS-L-----G--VGP--TVVELDRHA----T-------------------------G- 
--------PA---IHALLF-QLAA----------GT------HH--------------QP 
---LP--AVFVGGKFLGGVQTLMAAHING------------------------------- 
-----------------TLVP-L---LKQAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA29 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MK-S--AT----------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--QVET------------------------------------------------------ 
----------------------------------IQPSPPSL-S-------SSLSL---- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---GLNK----------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
--------------------MRP------------------------------------- 
------------------------------------YE-T-------------------- 
------------VDHLV-------------------SCN--------------------- 
--------------------------------------------------------A--- 
-------------------------VVVF----------------SM-SDCCMSTVVKH- 
LLFS-L-----G--VSP--TVVELNEQA----D-------------------------G- 
--------PD---IRSVLY-QLAR----------S--------H--------------QP 
---IP--AVFIGGKFLGGVQTLMASHING------------------------------- 
-----------------TLVP-L---LKEAG----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------ALWL- 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>GmGRXA30 
------------------------------------------------------------ 
------------------------------------------------------------ 
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-----------------ELAS-L---FKS------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXG1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MA-TMASTA---------- 
---TAAASLRLAFP------LLSAPASSS---------------SYSNTLRFP------- 
------------------------------------------------------------ 
----------------------------------------------------------LR 
RRSSC------------------------------------------RPLAV-AAFKK-- 
--------LSEASP------------------VPIPQEPTQPLLVDEDAL-PPKAGVYGV 
YDAAGELQFVGI-----------SRNVRASVEGHRRKVPA-----NLCASVKVAVSDEE- 
----------------------APDR-------SALNNA--------------------- 
--------WKSWMEEHIAA---------------------------------TGKA--PP 
GNVAGNHTWV-GA----------------------------------------------- 
------------------------------------PQ----------RPPDLRLTP--- 
------------------------------------------------------------ 
--------------------GRHVQ----------------------------------- 
--------------------------------LTVPLE-Q-------------------- 
-----------LIDRLV-------------------KEN--------------------- 
--------------------------------------------------------R--- 
-------------------------VVAF-----------IKGSRSA-PQCGFSQRVVG- 
ILEA-H-----A--ADFV-TVDVLDEEH----N--------------------------- 
--------HG---LRETLK-AYS-----S-----------------------------WP 
-T-FP--QVFVGGELVGGCDIISSMAERG------------------------------- 
-----------------ELAA-L---LIQK------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXG2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MA--MASTA---------- 
---TAAASLRLAFP------LLSSPASSS---------------SSSNTLRFP------- 
------------------------------------------------------------ 
----------------------------------------------------------LR 
RRSAA------------------------------------------RPIAV-TAFKK-- 
--------LSEASP------------------VPIPQEPTEPLLVDEDAL-PPKAGVYGV 
YDPAGELQFVGI-----------SRNVRASIEGHRRKVPA-----NLCASVKVAVSDEE- 
----------------------TPDR-------SALNNA--------------------- 
--------WKSWMQEHIAA---------------------------------TGKA--PP 
GNVAGNNTWV-GG----------------------------------------------- 
------------------------------------PQ----------RPPDLRLTP--- 



------------------------------------------------------------ 
--------------------GRHVQ----------------------------------- 
--------------------------------LTVPLE-Q-------------------- 
-----------LIHRLV-------------------KEN--------------------- 
--------------------------------------------------------R--- 
-------------------------VVAF-----------IKGSRSA-PQCGFSQRVVG- 
ILEG-H-----G--VDFV-TVDVLDEEH----N--------------------------- 
--------HG---LRETLK-AYS-----S-----------------------------WP 
-T-FP--QVFVGGELVGGCDIVSSMAEKG------------------------------- 
-----------------ELAA-L---LIQK------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SiGRXG1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------MA---------- 
---STAASLRLPSP------PLSAPAAAAS-------------FSSATTLRFP------- 
------------------------------------------------------------ 
----------------------------------------------------------LR 
RRGAA------------------------------------------RPLAV-AAFKK-- 
--------LSEASP------------------VPIPPESAQPPL-DEEAL-PPKPGVYGV 
YDAAGELQFVGI-----------SRNVRASVEGHRRKVPA-----DLCASVKVSVADEE- 
----------------------TPDR-------AVLTNA--------------------- 
--------WKSWMEEHIES---------------------------------TGKA--PP 
GNVAGNNTWV-GA----------------------------------------------- 
------------------------------------PQ----------RPPDLRLTP--- 
------------------------------------------------------------ 
--------------------GRHVQ----------------------------------- 
--------------------------------LTVPLE-Q-------------------- 
-----------LIDRLV-------------------KEN--------------------- 
--------------------------------------------------------K--- 
-------------------------VVAF-----------IKGSRSA-PQCGFSQRVVG- 
ILEA-H-----G--VDFV-TVDVLDEEH----N--------------------------- 
--------HG---LRETLK-TYS-----N-----------------------------WP 
-T-FP--QLFVGGELVGGCDIISSMAEKG------------------------------- 
-----------------ELSA-L---FQK------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>OsGRXG5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------------------------MATS---------- 
---SAAAALRLPASQ----LPLSARP------------------SSSSTLRFP------- 
------------------------------------------------------------ 
----------------------------------------------------------PR 



RPARR------------------------------------------GGLAV-SAFTK-- 
--------LSEASP------------------VAIPPEPAQPLP-DEEAL-PPKPGVYGV 
YDPAGELQFVGI-----------SRNVRASVEGHRRKVPA-----DLCGSVKVSIADEE- 
----------------------TPDR-------TVLTNA--------------------- 
--------WKSWLEEHITA---------------------------------TGKA--PP 
GNVAGNHTWV-GP----------------------------------------------- 
------------------------------------PQ----------RPPDLRLTP--- 
------------------------------------------------------------ 
--------------------GRHVQ----------------------------------- 
--------------------------------LTVPLE-Q-------------------- 
-----------LIDRLV-------------------KDN--------------------- 
--------------------------------------------------------K--- 
-------------------------VVAF-----------IKGSRSA-PQCGFSQRVVG- 
ILES-H-----G--VDFV-TVDVLDEEH----N--------------------------- 
--------HG---LRETLK-TYS-----N-----------------------------WP 
-T-FP--QVFVGGELVGGCDIVSSMAEKG------------------------------- 
-----------------ELAA-L---FKK------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>BdGRXG5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MAF-----------------------------------SMA--TAASS---------- 
---AAAASLR----------RLPAPASSSC--------------SSRGGVRFPPA----- 
------------------------------------------------------------ 
--------------------------------------------------------LLLR 
PRSWR------------------------------------------VVSSVSAALSK-- 
--------LSEAAP------------------VPIPQEPAEALP-GEDAL-PARPGVYGV 
FDPAGDLQFLGI-----------SRNVRASVEGHRRKVPA-----DLCASVKVAVPEEE- 
----------------------APDK-------SVLTNA--------------------- 
--------WKSWMEEYIAA---------------------------------TGKA--PP 
GNVAGNHTWV-GAP---------------------------------------------- 
------------------------------------PQ----------RPADLRLTP--- 
------------------------------------------------------------ 
--------------------GRHVQ----------------------------------- 
--------------------------------LTVPLE-Q-------------------- 
-----------LIDRLV-------------------KEN--------------------- 
--------------------------------------------------------K--- 
-------------------------VVAF-----------IKGSRSA-PQCGFSQRVVG- 
ILEA-H-----G--VDFA-SVDILDEEH----N--------------------------- 
--------HG---LRETLK-TYS-----N-----------------------------WP 
-T-FP--QVFVGGELVGGCDIISSMAENG------------------------------- 
-----------------ELAA-L---FQK------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ATGRXG1 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MA-AI-------------- 
---TISSSLHASASP----RVVRPHVSRN-----------------TPVITLYSRFT--- 
---------------PSF------------------------------------------ 
-----------------------------------------SFPSLSFTLR---DTAPSR 
RRSF----------------------------------------------FIASAVKS-- 
--------LTETEL------------------LPIT---------EADSI-PSASGVYAV 
YDKSDELQFVGI-----------SRNIAASVSAHLKSVP------ELCGSVKVGIVEE-- 
-----------------------PDK-------AVLTQA--------------------- 
--------WKLWIEEHIKV---------------------------------TGKV--PP 
GNKSGNNTFV-KQT---------------------------------------------- 
------------------------------------PR----------KKSDIRLTP--- 
------------------------------------------------------------ 
--------------------GRHVE----------------------------------- 
--------------------------------LTVPLE-E-------------------- 
-----------LIDRLV-------------------KES--------------------- 
--------------------------------------------------------K--- 
-------------------------VVAF-----------IKGSRSA-PQCGFSQRVVG- 
ILES-Q-----G--VDYE-TVDVLDDEY----N--------------------------- 
--------HG---LRETLK-NYS-----N-----------------------------WP 
-T-FP--QIFVKGELVGGCDILTSMYENG------------------------------- 
-----------------ELAN-I---LN-------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PpGRXG3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------MD------------------------------------- 
-----------------------------------------MA-SAMASS---------- 
---RSVLALARSTPS----PSASASSTSGVA-----------VAAAAPSLRAVRFSS--- 
---------------AAAF----------------------------------------- 
----------------------------------------GSGTSWTIKRPV--LRGATM 
HRVR---------------------------------------------DVVSCSLKK-- 
--------LAEVEL------------------TDLTNNPSP-------SF-PAAPGIYAV 
YDKAGDLQYIGL-----------SRRVSASLQSHMRELP------ELCASAKFAVVDA-- 
-----------------------PER-------AALTDA--------------------- 
--------WKSWMEEHINQ---------------------------------GGNV--PP 
GNVSGNTTWTARKA---------------------------------------------- 
------------------------------------RA----------AKPEIKLTP--- 
------------------------------------------------------------ 
--------------------GAHVK----------------------------------- 
--------------------------------LNVPIE-T-------------------- 
-----------LIDKVV-------------------KDL--------------------- 
--------------------------------------------------------K--- 
-------------------------VVAF-----------IKGTRTS-PQCGFSHRVLT- 
ILNE-Q-----G--VDYE-VLNVLDEDH----N--------------------------- 
--------PG---LREVIK-KYS-----Q-----------------------------WP 
-T-IP--QLYVKGEFVGGADVLDEMVQSG------------------------------- 
-----------------EIKD-L---FKN------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>MpGRXG4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MA-TA-------------- 
---AAASWTAVRAGG----PWAASCLSRA---------------GGSRSVSWNSCGV--- 
---------------SLCGV---------------------------------------- 
----------------------------------------ESRRALQLAVG---GSSKSS 
RRSGKGDR-F-------------------------------------ARLCCVAGVQK-- 
--------LGEVDA------------------VDLSSDGSK-------EF-PAAPGVYAI 
YDKEGKLQYVGI-----------SRRVSSSIQSHLQDLP------ELCASVKVNVVDA-- 
-----------------------ADK-------TALTEA--------------------- 
--------WREWVQEYVEV---------------------------------TGEV--PP 
GNVQGNTTWTARKQ---------------------------------------------- 
------------------------------------RA----------AKPELKLTP--- 
------------------------------------------------------------ 
--------------------GPHVT----------------------------------- 
--------------------------------LTIPLV-E-------------------- 
-----------LIDQVV-------------------KGC--------------------- 
--------------------------------------------------------T--- 
-------------------------VVAF-----------VKGTRTA-PQCGFSHRVLT- 
ILNE-N-----G--ADYE-VVNVLDDHH----N--------------------------- 
--------PG---LREAIK-EYS-----Q-----------------------------WP 
-T-IP--QVYVKGEFVGGADILDEMVQSG------------------------------- 
-----------------EIKS-L---FQKSGPK--------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>SMGRXG1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MA-A--------------- 
---GSIGFLSH--CI----PGIVSPVPRR----------------SAHSI---------- 
------------------------------------------------------------ 
----------------------------------------GEKQVLGLRFS-----ASAG 
IRSKNPRR-I-------------------------------------ARNIVCSSVRK-- 
--------LSEVES------------------SSIVPEELS-------KI-PAAQGVYAI 
YDKQGELQFVGM-----------SRRISTSVQGHARDLP------ELCGAVKVAVVES-- 
-----------------------ANR-------EELKQA--------------------- 
--------WQAWVEEHIKA---------------------------------TGSV--PS 
GNSPGNTTWTAKK----------------------------------------------- 
-------------------------------------K----------AKNDLKMKP--- 
------------------------------------------------------------ 
--------------------SRDKE----------------------------------- 
--------------------------------LTITLE-E-------------------- 
-----------LIGIVV-------------------KTH--------------------- 
--------------------------------------------------------N--- 
-------------------------VVAF-----------IKGSRTA-PQCGFSHRVLT- 



ILEQ-Q-----G--VDFE-TVNVLDEEH----N--------------------------- 
--------SG---VREAIK-SYS-----Q-----------------------------WP 
-T-IP--QVFVKGEFVGGADVMSELAESG------------------------------- 
-----------------EISK-L---FAPLKK---------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>AmtGRXG4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MA-GSVKDL---------- 
---QSMAELKEALS---------KGFPL--------------------ILHFW------- 
------------------------------------------------------------ 
--------------------------------------------------------ASWC 
EASK----------------------------------------------QMDQVFAH-- 
--------LST-------------------------------------DT-PQARFFRVE 
AEEKPEI----------------SEAYAVSS------VP------YFVFCKDGKVVDK-- 
-----------------------------------LEGA--------------------- 
--------NPSALANKVA------------------------------------------ 
-KLVGPI----------------------------------------------------- 
------------------------------------------------GLTD-SATA--- 
------------------------------------------------------------ 
---------------------ASLG----------------------------------- 
MAAGPTVLEAVKDFAKENGTSHLKD---P-NELPEPLK-K-------------------- 
-----------RLQQLV-------------------DSH--------------------- 
--------------------------------------------------------P--- 
-------------------------VFLF-----------MKGIPEQ-PKCGFSQKVVG- 
ILKE-E-----G--VKFV-SFDILTDN--------------------------------- 
---------E---VREGMK-KFS-----N-----------------------------WS 
-T-FP--QLFCKGELLGGCDIVVAMHESG------------------------------- 
-----------------ELKA-V---FRDHGVLPLSDKTQVANTTNVPSVTESNDKSLS- 
-------SETSKSGNAMGVTES--------TGLSSMLTSRLEALINLSSVML-----FMK 
GK-----PDEPKCGFSRKVVEILQHEKIEFNSFD--------ILCDDEVRQGLKVYSNWS 
SYPQLYVKGELIGGSDIVLEMQKSGELRKLLAEKGIVPKVSLEDRLRALTSSSPTMLFMK 
GTPDAPRCGFSSKVVGAL----REEGM--------------------------------- 
---------NFGYFD-----------------ILTDDEVRQGLKTFSNWPTFPQLYHKGE 
LI----GGCDIVMELH---------------------------------NSGELKSSLEE 
------------------- 
>GmGRXG5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MG-GSVRDV---------- 
---KSKGEVDEVVA---------SGSPV--------------------ILHFW------- 
------------------------------------------------------------ 
--------------------------------------------------------ASWC 
EASK----------------------------------------------HMDQLFSH-- 
--------LST-------------------------------------DF-PNARFLRVE 
AEEQPEI----------------SEAYSVSA------VP------FFAFCKDGKTFDT-- 
-----------------------------------LEGA--------------------- 
--------DPSSLANKVA------------------------------------------ 
-KVAGSI----------------------------------------------------- 



------------------------------------------------NPGE-SASP--- 
------------------------------------------------------------ 
---------------------ASLG----------------------------------- 
MAAGASVLETVKELAKDNDSSKEKNQVQP--GLSGPLK-K-------------------- 
-----------RIQQLV-------------------DSN--------------------- 
--------------------------------------------------------P--- 
-------------------------VMLF-----------MKGTPEE-PKCGFSRKVVV- 
VLNE-E-----R--VKFG-SFDVLSDS--------------------------------- 
---------E---VREGLK-KFS-----N-----------------------------WP 
-T-FP--QLYCKGELLGGCDIAIAMHESG------------------------------- 
-----------------ELKE-V---FKDHGI-------------DT--TNEAKEKE--- 
----------SGNGKG-GISKS--------TDLSTTLSSRLESLVNSSAVML-----FMK 
GK-----PDEPKCGFSRKVVEILQQENVPFESFD--------ILTDEEVRQGLKVYSNWS 
SYPQLYIKGELIGGSDIVLEMQKSGELRKNLHEKGILPAETIQDRLKNLIASSPVMLFMK 
GTPDAPRCGFSSRVADAL----RQEGL--------------------------------- 
---------NFGSFD-----------------ILTDEEVRQGLKVYSNWPTYPQLYYKSE 
LI----GGHDIVMELR---------------------------------NNGELKSTLSE 
------------------- 
>PtGRXG1   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MS-GSVKDV---------- 
---KSKAELDNITK---------SGEAV--------------------IIHFW------- 
------------------------------------------------------------ 
--------------------------------------------------------ASWC 
DASK----------------------------------------------QMDQVFSH-- 
--------LST-------------------------------------DF-PNTHFLTVE 
AEEQPEI----------------SEAFSVSS------VP------YFVFVKDGKTVDT-- 
-----------------------------------LEGA--------------------- 
--------DPSSLATKVA------------------------------------------ 
-RVAGSA----------------------------------------------------- 
------------------------------------------------NPGE-PAAP--- 
------------------------------------------------------------ 
---------------------ASLG----------------------------------- 
MAAGPTVLETVKEFAKENGSSPQANQAQP--GLSDTLK-N-------------------- 
-----------RLQQLI-------------------DSH--------------------- 
--------------------------------------------------------P--- 
-------------------------IMLF-----------MKGNPEA-PRCGFSQKVID- 
ILKD-E-----N--VKFG-TFDILSDN--------------------------------- 
---------E---VRDGLK-LLS-----N-----------------------------WP 
-T-FP--QLYCKGELLGGCDIAIAMHESG------------------------------- 
-----------------ELKE-V---FRDHGI-------------DAIGSVEAKVGG--- 
----------SENGKG-GITQS--------TGLSTTLTSRLESLINSSPVML-----FMK 
GK-----PTEPKCGFSGKVVAILQEEKVTFESFD--------ILTDEEVRQGLKVYSNWS 
SYPQLYIKGELIGGSDIVLEMQKSGELKRILVEKGIVQKETLEDHLKSLITSSPVMLFMK 
GTPDAPRCGFSSKVVNAL----KEKGV--------------------------------- 
---------SFGSFD-----------------ILSDEEVRQGLKVFSNWPTFPQLYYKGE 
LI----GGCDIILELR---------------------------------DNGELKSTLSE 
------------------- 
>PtGRXG2   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MG-GSVKDV---------- 
---KSKAELDNITK---------SGEAV--------------------IIHFW------- 
------------------------------------------------------------ 



--------------------------------------------------------ATWC 
DASK----------------------------------------------QMDQVFSH-- 
--------LST-------------------------------------DF-PKTHFLRVE 
AEEQPEI----------------SEAFSVSS------VP------YFVFLKDGKTVDT-- 
-----------------------------------LEGA--------------------- 
--------DPSSLANKVA------------------------------------------ 
-KVAGSA----------------------------------------------------- 
------------------------------------------------NPGE-PAAP--- 
------------------------------------------------------------ 
---------------------ASLG----------------------------------- 
MAAGPTVLETVKEFTKENGSSQQANQVQP--GLSDALK-N-------------------- 
-----------QLQQLI-------------------GSH--------------------- 
--------------------------------------------------------P--- 
-------------------------VMLF-----------MKGNAEA-PKCGFSRKVVD- 
ILKG-E-----N--VKFG-TFDILSDI--------------------------------- 
---------E---VREGLK-LFS-----N-----------------------------WP 
-T-FP--QLYCKGELLGGCDIVIALHESG------------------------------- 
-----------------ELKE-V---FRDHGI-------------DTIGSNEAKVSG--- 
----------SENGKG-GIAQS--------TGLSMTLTSRLESLVNSSPVML-----FMK 
GK-----PTEPKCGFSGKVVEILREEKVKFETFD--------ILTDEEVRQGLKVYSNWS 
SYPQLYIKGELIGGSDIVLEMQKSGELKKVLIEKGIVQKETIEDRIKSLITSSPVMLFMK 
GTPDAPRCGFSSKVVNAL----KEEGV--------------------------------- 
---------SFESFD-----------------ILSDEEVRQGLKVFSNWPTFPQLYYKGE 
LI----GGCDIIMELR---------------------------------DNGELKSTLSE 
------------------- 
>EgGRXG1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MG-GSVKEV---------- 
---RSKQELDAAVA---------AGAPA--------------------ALHFW------- 
------------------------------------------------------------ 
--------------------------------------------------------ASWC 
DASK----------------------------------------------HMDKVFSQ-- 
--------LAI-------------------------------------DF-PLANFLRVE 
AEEQPEI----------------SEAYAVSA------VP------YFVFFKDGKVVDT-- 
-----------------------------------LEGA--------------------- 
--------NPSSLANKVA------------------------------------------ 
-KVAGPI----------------------------------------------------- 
------------------------------------------------NPGA-PAAP--- 
------------------------------------------------------------ 
---------------------ASLG----------------------------------- 
MAAGPAVLETVQEFARGNGSSQVQQQ--------GALE-V-------------------- 
-----------RLQQLI-------------------NSQ--------------------- 
--------------------------------------------------------P--- 
-------------------------VMLF-----------MKGSPEA-PKCGFSQNVVD- 
ILKK-E-----G--IKFG-TFDILSDA--------------------------------- 
---------E---VREGLK-KFS-----N-----------------------------WP 
-T-FP--QLYSKGELLGGCDIATAMHDSG------------------------------- 
-----------------ELKE-V---IKDHGI-------------SIAASDEATNEK--- 
----------TGSGKA-GITES--------TGLSSALTSRLESLINSGPVML-----FMK 
GK-----PDEPKCGFSRKVVEILRQEKVEFESFD--------ILSDDEVRQGLKVHSNWS 
SYPQLYIKGELIGGSDIVLEMQKSGQLEKVLLEKGIVQKENLEDRIRKLISSSPVMLFMK 
GNPDAPRCGFSSKVVNAL----KEEGV--------------------------------- 
---------AFGSFD-----------------ILTDEEVRQGVKTFSNWPTYPQLYYKGE 
LI----GGCDIVMDLK---------------------------------NGGELKATLSE 
------------------- 
>ATGRXG4 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MS-GTVKDI---------- 
---VSKAELDNLRQ---------SGAPV--------------------VLHFW------- 
------------------------------------------------------------ 
--------------------------------------------------------ASWC 
DASK----------------------------------------------QMDQVFSH-- 
--------LAT-------------------------------------DF-PRAHFFRVE 
AEEHPEI----------------SEAYSVAA------VP------YFVFFKDGKTVDT-- 
-----------------------------------LEGA--------------------- 
--------DPSSLANKVG------------------------------------------ 
-KVAGSS----------------------------------------------------- 
------------------------------------------------TSAE-PAAP--- 
------------------------------------------------------------ 
---------------------ASLG----------------------------------- 
LAAGPTILETVKE----NAKASLQDRAQP-VSTADALK-S-------------------- 
-----------RLEKLT-------------------NSH--------------------- 
--------------------------------------------------------P--- 
-------------------------VMLF-----------MKGIPEE-PRCGFSRKVVD- 
ILKE-V-----N--VDFG-SFDILSDN--------------------------------- 
---------E---VREGLK-KFS-----N-----------------------------WP 
-T-FP--QLYCNGELLGGADIAIAMHESG------------------------------- 
-----------------ELKD-A---FKDLGI-------------TTVGSKESQDEA--- 
-------------GKG-GGVSSG------NTGLSETLRARLEGLVNSKPVML-----FMK 
GR-----PEEPKCGFSGKVVEILNQEKIEFGSFD--------ILLDDEVRQGLKVYSNWS 
SYPQLYVKGELMGGSDIVLEMQKSGELKKVLTEKGITGEQSLEDRLKALINSSEVMLFMK 
GSPDEPKCGFSSKVVKAL----RGENV--------------------------------- 
---------SFGSFD-----------------ILTDEEVRQGIKNFSNWPTFPQLYYKGE 
LI----GGCDIIMELS---------------------------------ESGDLKATLSE 
------------------- 
>ZmGRXG5 
----------------------------------------------------------MS 
LEEAKLEMAT------LLQQQ--------------------------------------- 
---------ASKSLA--------------------------------------------- 
--------------------------------------------------------SARR 
------------------------------------------------------------ 
------------------------------------------D-GVLEQ------RSVRD 
LMFGGADEEIMVLR---------VELLA-------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------A-----------QKG--------------VN- 
ILKQ-E-----G--VKFG-SFDILTDN--------------------------------- 
---------D---VREGMK-KFS-----N-----------------------------WP 
-T-VP--QLYCKGELLGGCDIVIAMHDSG------------------------------- 
-----------------ELKD-V---FEEHNI-PLKP--------QGSKNEEAGQPE--- 
----------SATEKGGAVAEP--------IGLTDAQKARLESLINSSPVMV-----FIK 
GT-----PEEPRCGFSGKLVHILKQDNIPFSSFD--------ILSDDEVRQGLKVLSNWP 



SYPQLYIKGELVGGSDIVMEMHKSGELKKVLSEKGVIPKESLEDRLKSLVSSAPVMLLMK 
GTPDAPRCGFSSKVVNAL----KKEGV--------------------------------- 
---------SFGSFD-----------------ILSDEEVRQGLKTYSNWPTFPQLYYKSE 
LI----GGCDIVLEME---------------------------------KSGDLKSTLSE 
------------------- 
>ZmGRXG6 
MLASATRAGTSSTTKPDHAAGAVHGAGAGAGGTPIVVTDGGQEVTVSQFVAQLGFSCVLT 
DEAARRRLDSIHQRLRLLEQQMETLEAEWRTVLPSPSALPPRCINARSASASHHAPSPAA 
PLHRAPSPAAPESVADPPYARPGTVVPRLGSTTTSSSPHNCVVCPRRTPPPRPRLRRRER 
DPHGGSEVRERDPHGVLVPVCVPVPIRARDAHGRGRVSGAGCGAQAGDGVYGEIATSPRR 
LPHRASARAKSGRL---DSYTMPP------------------------------------ 
--LAQS-------SLP-------------------RNPNQESD-SALDESDGRKTRRPRD 
ER-GNKEEDEGVLD---------TEELA--------------------IV---------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------------------------------NSTFRKAQ 
GSRLSGIIEETRRSGESTTSTLESETWAMES------LE------TELFDNVGPLLPQ-- 
------------------------------------------------------------ 
---------PPKGHSKCTSC--------CRDSN----------------GGGLARD--DG 
GATAGES----------------------------------------------------- 
------------------------------------------------NQRE-KGRE--- 
------------------------------------------------------------ 
--------------------GTNLA----------------------------------- 
PEAS-REMARTQK----NKATA-------------------------------------- 
-------------------------------------HH--------------------- 
--------------------------------------------------------L--- 
-------------------------GLLK-----------QKG--------------VN- 
ILKQ-E-----G--VKFG-SFDILTDN--------------------------------- 
---------D---VREGMK-KFS-----N-----------------------------WP 
-T-VP--QLYCKGELLGGCDIVIAMHDSG------------------------------- 
-----------------ELKD-V---FEEHNI-PLKP--------QGSKNEEAGQPE--- 
----------SATEKGGAVAEP--------IGLTDAQKARLESLINSSPVMV-----FIK 
GT-----PEEPRCGFSGKLVHILKQENIPFSSFD--------ILSDDEVRQGLKVLSNWP 
SYPQLYIKGELVGGSDIVMEMHKSGELKKVLSEKGVIPKESLEDRLKSLVSSAPVMLLMK 
GTPDAPRCGFSSKVVNAL----KKEGV--------------------------------- 
---------SFGSFD-----------------ILSDEEVRQGLKTYSNWPTFPQLYYKSE 
LI----GGCDIVLEME---------------------------------KSGDLKSTLSE 
------------------- 
>ZmGRXG7 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------MPP------------------------------------ 
--LAQS-------SLP-------------------RNPNQESD-SALDESDGRKTRRPRG 
ER-GNKEEDEGVLD---------TEELA--------------------IV---------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------------------------------NSTFRKAK 
GSRLPGIIEETRRSGESTTSTLESETWAMES------LE------TELFDNVRASIQRSL 
---------------------GKPDKL----LGRPVAAS--------------------- 
--------TPPK------------------------------------------------ 
-ATANAP----------------------------------------------------- 
------------------------------------------------RVAE-TVME--- 
------------------------------------------------------------ 
--------------------EASLG----------------------------------- 
TVAEPLLMARTQK----NKATA-------------------------------------- 
-------------------------------------HH--------------------- 
--------------------------------------------------------L--- 



-------------------------GLLK-----------QKG--------------VN- 
ILKQ-E-----G--VKFG-SFDILTDN--------------------------------- 
---------D---VREGMK-KFS-----N-----------------------------WP 
-T-VP--QLYCKGELLGGCDIVIAMHDSG------------------------------- 
-----------------ELKD-V---FEEHNI-PLKP--------QGSKNEEAGQPE--- 
----------SATEKGGAVAEP--------IGLTDAQKARLESLINYSPVMV-----FIK 
GT-----PEEPRCGFSGKLVHILKQENIPFSSFD--------ILSDDEVRQGLKVLSNWP 
SYPQLYIKGELVGGSDIVMEMHKSGELKKVLSEKGVIPKESLEDRLKSLVSSAPVMLLMK 
GTPDAPRCGFSSKVVNAL----KKKGV--------------------------------- 
---------SFGSFD-----------------ILSDEEVRQGLKTYSNWPTFPQLYYKSE 
LI----VGMRIVLEME---------------------------------KSGDLKSTLS- 
------------------- 
>ZmGRXG8 
-MFSRRR---------------------GAAREPP------------------------- 
-EKPRRRQRT-----------------------------------------------PSA 
SLRR--------------------------------------------PPNRSRRRRAEE 
NP----EPQPSSPHS---------------------------------------NSSTRS 
LPHPPPRQLQSSSALHHNQAHLPPPH-------------------FF-SSNRPV--GSQR 
RGMAS-------------------------------------G-GAVRDV---------- 
---GSPAELEAAVA---------GARAV--------------------AVHFW------- 
------------------------------------------------------------ 
--------------------------------------------------------ASWC 
EASK----------------------------------------------QMDEVFAH-- 
--------LAV-------------------------------------DF-PHAAFLRVE 
AEEQPEI----------------SEAYGVTA------VP------YFVFCKEGKIVDT-- 
-----------------------------------LEGV--------------------- 
--------NPASLANKVA------------------------------------------ 
-KVAGPA----------------------------------------------------- 
------------------------------------------------SVAE-SAVP--- 
------------------------------------------------------------ 
---------------------ASLG----------------------------------- 
VAAGPAVLENIQKMAQQNGSSAAESTNSG--STQDALN-K-------------------- 
-----------RLEQLV-------------------NSH--------------------- 
--------------------------------------------------------P--- 
-------------------------VFLF-----------MKGTPEQ-PRCGFSRKVVN- 
ILKQ-E-----G--VEFG-SFDILTDN--------------------------------- 
---------D---VREGMK-KFS-----N-----------------------------WP 
-T-FP--QLYCKGELLGGCDIVIAMHDSG------------------------------- 
-----------------ELKD-V---FEEHNI-PLKP--------QGSKNEEAGQPE--- 
----------SATEKGAAVAEP--------MGLTDAQKSRLESLINSSPVMV-----FIK 
GT-----PEEPKCGFSGKLVHILKQENIPFSSFD--------ILSDDEVRQGLKVLSNWP 
SYPQLYIKGELVGGSDIVMEMHKSGELKKVLSEKGVIPKESLEDRLKSLVSSAPVMLFMK 
GTPDAPRCGFSSKVVNAL----KKEGV--------------------------------- 
---------SFGSFD-----------------ILSDEEVRQGLKTYSNWPTFPQLYYKSE 
LI----GGCDIVLEME---------------------------------KSGELKSTLSE 
------------------- 
>ZmGRXG9 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MAS-------------------------------------G-GAVREV---------- 
---GSAAELQAAVA---------GARAA--------------------AVHFW------- 
------------------------------------------------------------ 
--------------------------------------------------------ASWC 
EASK----------------------------------------------QMDEVFAH-- 
--------LAV-------------------------------------DF-PHAAFLRVE 
AEEQPEI----------------SEAYGVTA------VP------YFVFCKEGKTVDT-- 
-----------------------------------LEGA--------------------- 
--------NPASLANKVA------------------------------------------ 



-KVAGPA----------------------------------------------------- 
------------------------------------------------SVAE-SAVP--- 
------------------------------------------------------------ 
---------------------ASLG----------------------------------- 
VAAGPAVLENIQKMAQRNGSSAVESISSG--STEDALN-K-------------------- 
-----------RLEQLV-------------------NSH--------------------- 
--------------------------------------------------------P--- 
-------------------------VFLF-----------MKGTPEQ-PRCGFSRKVID- 
ILKQ-E-----G--VKFG-SFDILTDN--------------------------------- 
---------D---VREGMK-KFS-----N-----------------------------WP 
-T-FP--QLYCKGELLGGCDIVVAMHESG------------------------------- 
-----------------ELKD-V---FEEHNI-TLKP--------QGSKNEEAGEPE--- 
----------SATEKGSAVSES--------IKLTDAQKTRLESLINSSPVMV-----FIK 
GT-----PEEPKCGFSGKLVHILKQENIPFSSFD--------ILSDDEVRQGLKVFSNWP 
SYPQLYIKGELVGGSDIVMEMHKSGELKKILSEKGVRQKGNLEDRLKSLISSAPVMLFMK 
GTPDAPRCGFSSKVVNAL----KKEGV--------------------------------- 
---------SFGSFD-----------------ILSDEEVRQGLKTYSNWPTFPQLYYKSE 
LI----GGCDIILEME---------------------------------KSGELKSTLSM 
------------------- 
>SiGRXG5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MAS-------------------------------------G-GAVREV---------- 
---GSKAELDAAVA---------GARAA--------------------AVHFW------- 
------------------------------------------------------------ 
--------------------------------------------------------AGWC 
EASK----------------------------------------------QMDEVFAH-- 
--------LAV-------------------------------------DF-PHAVFLRVE 
AEEQPEI----------------SEAYGVSA------VP------YFVFCKEGKTVDT-- 
-----------------------------------LEGA--------------------- 
--------NPASLANKVA------------------------------------------ 
-KIAGPA----------------------------------------------------- 
------------------------------------------------SVAE-SAVP--- 
------------------------------------------------------------ 
---------------------ASLG----------------------------------- 
VAAGPAVLEKVQELAQRNGSSADEGTNSV--GLPDSLN-K-------------------- 
-----------RLEQLV-------------------NSH--------------------- 
--------------------------------------------------------P--- 
-------------------------VFLF-----------MKGTPEQ-PRCGFSRKVVD- 
ILKQ-E-----G--VDFG-SFDILTDN--------------------------------- 
---------D---VREGMK-KFS-----N-----------------------------WP 
-T-FP--QLYCKGELLGGCDIVIAMHDSG------------------------------- 
-----------------ELKD-V---FEEHNI-PLKP--------QGSKNVETVEPE--- 
----------APTGKGGAVSEP--------VGLTDALKARLESLVNSSPVMV-----FIK 
GS-----PEELKCGFSGKLVHILKQENIPFSSFD--------ILADDDVRQGLKVFSNWP 
SYPQLYIKGELVGGSDIVMEMHKSGELKKVLSEKGVIPKETLEDRLKALISSAPVMLFMK 
GTPDAPRCGFSSKVVNAL----KNEGI--------------------------------- 
---------SFGSFD-----------------ILSDEEVRQGLKAYSNWPTFPQLYYKSE 
LI----GGCDIILEME---------------------------------KSGELKSTLSE 
------------------- 
>OsGRXG4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MA-----------------------------------------AVREV---------- 
---GSKAELEAAAG---------GARAA--------------------AVHFW------- 



------------------------------------------------------------ 
--------------------------------------------------------AAWC 
EASK----------------------------------------------QMDEVFAH-- 
--------LAV-------------------------------------DF-SHAVFLRVE 
AEEQPEI----------------SEAYGVTA------VP------YFVFLKEGKTVDT-- 
-----------------------------------LEGA--------------------- 
--------NPASLANKVA------------------------------------------ 
-KLAGPA----------------------------------------------------- 
------------------------------------------------SVAE-SAVP--- 
------------------------------------------------------------ 
---------------------ASLG----------------------------------- 
VAAGPAVLEKVQEMAQQNGASA-----TS--SAEDALN-K-------------------- 
-----------RLEQLV-------------------NSH--------------------- 
--------------------------------------------------------P--- 
-------------------------VFLF-----------MKGTPEQ-PRCGFSRKVVD- 
VLKQ-E-----G--VEFG-SFDILTDN--------------------------------- 
---------D---VREGMK-KFS-----N-----------------------------WP 
-T-FP--QLYCKGELLGGCDIVIAMHESG------------------------------- 
-----------------ELKD-V---FKEHNI-PLQP--------QGSKNEEAVKAK--- 
----------PDTEKSGAVSEP--------ALLTAAQKERLESLVNFSTVMA-----FIK 
GT-----PEEPKCGFSGKLVHILKQEKIPFSSFD--------ILTDDEVRQGLKLLSNWP 
SYPQLYINGELVGGSDIVMEMHKSGELKKVLSEKGIVAKESLEDRLKALISSAPVMLFMK 
GTPDAPRCGFSSKVVNAL----KQAGV--------------------------------- 
---------SFGAFD-----------------ILSDEEVRQGLKTYSNWPTFPQLYYKSE 
LI----GGCDIVLELE---------------------------------KSGELKSTLSE 
------------------- 
>BdGRXG2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MA--------------------------------------G-GAVREV---------- 
---GSKAELDAAVG---------GARAA--------------------AVHFW------- 
------------------------------------------------------------ 
--------------------------------------------------------AAWC 
EASK----------------------------------------------QMDEVFAH-- 
--------LAV-------------------------------------DF-PHALFLRVE 
AEEQPEI----------------SEAYGITA------VP------YFVFCKEGKTVDT-- 
-----------------------------------LEGA--------------------- 
--------NPASLANKVA------------------------------------------ 
-KFAGPA----------------------------------------------------- 
------------------------------------------------NVAE-SAAP--- 
------------------------------------------------------------ 
---------------------ASLG----------------------------------- 
VAAGPAVLEKVQEMARQNGSSAAESTQA------DMLN-K-------------------- 
-----------RLEQLV-------------------NSY--------------------- 
--------------------------------------------------------P--- 
-------------------------VILF-----------MKGNPEE-PRCGFSRRVVD- 
ILKQ-E-----G--VEFG-SFDILTDN--------------------------------- 
---------E---VREGMK-KFS-----N-----------------------------WP 
-T-FP--QLYCKGELLGGCDIVIAMHESG------------------------------- 
-----------------ELKD-V---LKEHNI-PLRP--------QGSRNEEPVISE--- 
----------SATEKS---PEP--------VGLTEAQKVRLESLTNSNPVMV-----FIK 
GS-----PEEPKCGFSGKVVHILKQEKIPFSSFD--------ILSDDEVRQGLKVLSNWP 
SYPQVYIKGELVGGSDIVMEMHKSGELKKVLSEKGVIPKESLEDRLKALISSSPVMLFMK 
GNPDAPRCGFSSKVVNAL----KGAGV--------------------------------- 
---------SFGSFD-----------------ILSDEEVRQGLKTYSNWPTFPQLYYKSE 
LM----GGCDIVLEME---------------------------------KSGELKSTLLE 
------------------- 
>SolyGRXG3  



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MG-------------------------------------GG-GSVKEV---------- 
---QSKAELDKIVA---------DGSPA--------------------ILHFW------- 
------------------------------------------------------------ 
--------------------------------------------------------ASWC 
EASK----------------------------------------------HMDQVFSH-- 
--------LST-------------------------------------DF-PHAHFLRVE 
AEEQPEI----------------SELHSVSA------VP------YFVFFKEGKAVDT-- 
-----------------------------------LEGA--------------------- 
--------DPSSLANKVA------------------------------------------ 
-KIAGSI----------------------------------------------------- 
------------------------------------------------TPGD-PAAP--- 
------------------------------------------------------------ 
---------------------ASLG----------------------------------- 
MAAGPSVLEAIQELSRENGAPQVSSS-----GLDDRLT-K-------------------- 
-----------RLQQLV-------------------SSH--------------------- 
--------------------------------------------------------P--- 
-------------------------VLLF-----------MKGTPEE-PKCGFSQKVVD- 
ILKK-E-----K--VKFG-SFDILMDS--------------------------------- 
---------E---VREGLK-KFS-----N-----------------------------WP 
-T-YP--QLYCKGELLGGCDIVITMHESG------------------------------- 
-----------------ELTD-V---FKDHGV-------------GVSDSLETKPNK--- 
----------TAGGKG-GISEQ--------SGLSTALTTRLAG----------------- 
------------------------------------------------------------ 
--------------------------------ESGV------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>PtaGRXG4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
MAGGPAVIEAVKEL---NKSPQVGSITA---RSDTALK-S-------------------- 
-----------RLQQLV-------------------DSK--------------------- 
--------------------------------------------------------P--- 
-------------------------ILLF-----------MKGTPDQ-PRCGFSRKVLD- 
VLKE-L-----G--VEFG-SFDILSDE--------------------------------- 
---------E---VREGMK-VFS-----N-----------------------------WP 
-T-FP--QLYCKGELIGGCDITLEMHENG------------------------------- 
-----------------ELKT-L---FEQHGLLPNAVKTAVSIV-EKPATETKSDAKF-- 
----------SASDNGAIVADS--------VGISESLKSRLESILNSSPIML-----FMK 



GT-----PEEPRCGFSRKSVEILKEEELEFSSFN--------ILDDEEVRQGLKTYSNWS 
SYPQLYIKGELIGGSDIMIEMQKSGELKRVVAEKGAMPKESLENRLKRLVSSSTIMLFMK 
GTPDAPRCGFSSKVVNAL----REEGL--------------------------------- 
---------NFGSFD-----------------ILNDEEVRQGLKTYSNWPTFPQLYHKGE 
LI----GGCDIVLEMH---------------------------------KSGELKATLAD 
------------------- 
>PtaGRXG6 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----MTVIEAVKEI---NESPQVDTINA---RPNTGLK-G-------------------- 
-----------KLQQIV-------------------NSK--------------------- 
--------------------------------------------------------P--- 
-------------------------IFLF-----------MKGTPDQ-PRCGFSRKVVE- 
VLKE-V-----G--VEFG-SFDILSDE--------------------------------- 
---------E---VREGMK-VFS-----N-----------------------------WP 
-T-FP--QLYCKGELLGGYDITLEMHQSG------------------------------- 
-----------------QLKK-V---FEQHGLLSNNDKAGESIV-EQIATEPKSEAEF-- 
----------SGSDNGGIAADS--------MGITESLKSRLESIIKSSPIML-----FMK 
GT-----PEEPRCGFSVKAVEILREEGLEFGSFN--------ILTDKEVCEGLKTYSNWS 
SYPQLYMKGDFIGGSDIMLEMQKSGELKKVSDEKEVMPKESLENRLKHLVNSSPVILFMK 
GSPDAPRCGFSSKVVNAL----REESL--------------------------------- 
---------SFGYFD-----------------ILSDEEVRQGLKTYSNWPTFPQVYHKGQ 
LI----RGCDIVLEMH---------------------------------MSGELKSTLAE 
------------------- 
>MpGRXG3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MT-------------------------------------TG-WAVKNV---------- 
---ESKAELDSAVA---------QGGPA--------------------FAHFW------- 
------------------------------------------------------------ 
--------------------------------------------------------ASWC 
EPSK----------------------------------------------HMDEVFAQ-- 
--------LAV-------------------------------------DT-PYAQFFRVE 
AEEQPEI----------------AECFGVTT------VP------YFLFFKDGAVVDK-- 
-----------------------------------MEGA--------------------- 
--------NAPELASKVA------------------------------------------ 
-KHAGAP----------------------------------------------------- 
------------------------------------------------VAGTIPAAP--- 
------------------------------------------------------------ 
---------------------ASLG----------------------------------- 
MSAAPMVLEVAQKSHQSNGNHAEDVKDPS-PGLNEFLK-A-------------------- 
-----------EIQSLI-------------------TSK--------------------- 



--------------------------------------------------------P--- 
-------------------------IMLF-----------MKGNPEE-PRCGFSRKVVD- 
ALKA-E-----G--VEFG-SFDILSND--------------------------------- 
---------A---VRQGLK-IFS-----N-----------------------------WP 
-T-YP--QLYVKGELIGGSDIILEMSKNG------------------------------- 
-----------------ELKQ-V---LADTMV-------------VDTSTLVATNGAV-- 
----------TDNGDSTLQSET--------AKAESDLNQRLKSLVNSKPVLL-----FMK 
GT-----PEEPRCGFSRKVVGAMKETGAEFGTFN--------ILADNEVREGLKAFSNWP 
TYPQLYVKGELIGGCDIIMEMHQNGELKQTFAENGLLQKPSLDDRLKHLINSSENILFMK 
GTKDEPRCGFSKKVVNAL----KETEV--------------------------------- 
---------DFSTFD-----------------ILSDEEVRQGLKTFSNWPTYPQLYHKGE 
LL----GGCDIIMEMK---------------------------------ASGELKGALTE 
------------------- 
>PpGRXG1   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MA-GVVRDA---------- 
---SAKEDLDNAVT--------KQGGLV--------------------VVHFW------- 
------------------------------------------------------------ 
--------------------------------------------------------ASWC 
EPSK----------------------------------------------AMEPVFAQ-- 
--------LAA-------------------------------------ET-PQAQFFRVE 
AEEQSDI----------------SEAYDVTA------VP------LFIWIKEGVVVDK-- 
-----------------------------------MQGA--------------------- 
--------NAPELANKVA------------------------------------------ 
-KWVNDA-GP-------------------------------------------------- 
-----------------------------------------------LTGLK-TETP--- 
------------------------------------------------------------ 
---------------------SN-G----------------------------------- 
VAA---------------AATTAPTQGAATASLSEAEK-G-------------------- 
-----------KLHELV-------------------NSN--------------------- 
--------------------------------------------------------K--- 
-------------------------IMLF-----------MKGSPEE-PRCGFSRKVVN- 
VLKD-Q-----D--VEFG-SFDILSDE--------------------------------- 
---------A---VRQGMK-TYA-----N-----------------------------WP 
-T-FP--QLYVDGELLGGCDIILEMNENG------------------------------- 
-----------------ELKQ-V---FAEKGLLPKES----------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------LESRLENVINQSTTMLFMK 
GTPDAPRCGFSKKVVNAL----NEEGI--------------------------------- 
---------EFGSFD-----------------ILEDEEVRQGLKTYSNWPTYPQLYYKGE 
LL----GGCDIVLEMK---------------------------------ANGELKSALTE 
------------------- 
>PpGRXG4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MGVA----------------------------------EMA-GVVRDA---------- 
---NSKGDLDNAVK--------KQGSLV--------------------VVHFW------- 
------------------------------------------------------------ 
--------------------------------------------------------ASWC 
EPSK----------------------------------------------AMEPVFTQ-- 
--------IAI-------------------------------------ET-PNAQFFRVE 
AEEQSDI----------------SETYEVDA------VP------LFIWIKDGVVVDK-- 
-----------------------------------MQGA--------------------- 



--------NAPELASKVA------------------------------------------ 
-KWVKDTPAP-------------------------------------------------- 
-----------------------------------------------FNEVK-KEVP--- 
------------------------------------------------------------ 
---------------------SA-G----------------------------------- 
VAV---------------VGPAVSSQGETKANLAEAEK-G-------------------- 
-----------RLHELV-------------------NSK--------------------- 
--------------------------------------------------------K--- 
-------------------------VMLF-----------MKGSPEE-PRCGFSRKVVN- 
VLND-Q-----G--VEFG-SFDILSDE--------------------------------- 
---------T---VRQGMK-TYA-----N-----------------------------WP 
-T-FP--QLYVEGELLGGCDIILEMNENG------------------------------- 
-----------------ELKE-V---FAEKGLLPKET----------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------LETRLKNVINQSATMLFMK 
GTPDAPRCGFSTKVVNAL----KEEGI--------------------------------- 
---------EFGSFN-----------------ILEDEEVRQGLKTYSNWPTYPQLYYKGE 
LL----GGCDIILEMK---------------------------------ASGELKSALTE 
------------------- 
>PpGRXG2     
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MT-GGVKSL---------- 
---NSKSELDAAVK----------SGVS--------------------VLHFW------- 
------------------------------------------------------------ 
--------------------------------------------------------ASWC 
EPSK----------------------------------------------AMEPVLAQ-- 
--------LAV-------------------------------------DC-PQAHFFRVE 
AEEQADI----------------SDAYDVGA------VP------YFLFMKDGTVVDK-- 
-----------------------------------LQGA--------------------- 
--------DAPELANKVA------------------------------------------ 
-KWAGDN----------------------------------------------------- 
------------------------------------------------TSVS-EAVP--- 
------------------------------------------------------------ 
---------------------ASLG----------------------------------- 
LAAGSNVIEAVKKDLAPHVSSETSGNSAAAGSLTEFEK-G-------------------- 
-----------SLLKLI-------------------NSN--------------------- 
--------------------------------------------------------P--- 
-------------------------IMLF-----------MKGTPEA-PRCGFSRKVVN- 
ALVA-E-----G--LQFG-SFDILTDD--------------------------------- 
---------I---VRQGLK-TYS-----N-----------------------------WP 
-T-YP--QLYVKGELLGGCDIILEMKENG------------------------------- 
-----------------ELKE-V---LEEKGVLPAHSEHR-------------------- 
----------SSEAAGEVVTEPAVH---EEKTTSEAVVSTL------------------- 
-------PDQP------------------------------------------------- 
-------TEESAGGS-------------------------NIQSRLEQLTKEHPIMLFMK 
GNPSEPRCKFSRKVVQAL----NEAGL--------------------------------- 
---------EFGSFD-----------------ILSDETVRQGLKEYSNWPTYPQLYVKGE 
FI----GGCDIVLEMQ---------------------------------KNGELNEVLQN 
A------------------ 
>SMGRXG2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------------------------------MVEEA---------- 



---RGLAHLDEVVK---------AGKSV--------------------VLHFR------- 
------------------------------------------------------------ 
--------------------------------------------------------APWC 
EASK----------------------------------------------QMDVVFEQ-- 
--------LCA-------------------------------------DTAPRARFLRVE 
AEEHPEI----------------SEKYSVSV------VP------YFVFIK----VEKE- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-KSLNRCIW--------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------SLFS----------------------------------- 
YSC--------------------------------------------------------- 
------------LDKLV-------------------SSK--------------------- 
--------------------------------------------------------P--- 
-------------------------VMLF-----------MKGSPEE-PRCGFSRNVVS- 
LLKE-E-----S--VDFG-SFDILQDE--------------------------------- 
---------E---VRQGLK-LYS-----N-----------------------------WP 
-T-YP--QLYYKGELLGGCDVIMEMHKSG------------------------------- 
-----------------ELGE-A---LADAKL----------------KSQENGSKA--- 
----------HANGSD--------------KGPEETLEERLKKLIHSHDVML-----FMK 
GS-----PSEPKCGFSKKVAGALEEVGVPFGSFD--------ILSDEEVRQGIKSFSNWP 
TFPQLYFKGELIGGCDIVMEMHKSGELKEAVGATE--EKEDINSRLKKLIHSSPTMLFMK 
GTPEEPKCGFSKKVASAL----KEEGI--------------------------------- 
---------EFGSFD-----------------ILSDEEVRQGLKAFSNWPTYPQLYHKGE 
LI----GGCDIIMEMK---------------------------------ENKELKEALAS 
------------------- 
>SMGRXG6    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------------------------------MVEEA---------- 
---RGLAHLDEVVK---------AGKSV--------------------VLHFR------- 
------------------------------------------------------------ 
--------------------------------------------------------TPWC 
EASK----------------------------------------------QMDVVFEQ-- 
--------LCA-------------------------------------DTAPRARFLRVE 
AEEHPEI----------------SEKYSVSL------VP------YFVFIK----VEKE- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-KSLNRCIW--------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------SFFS----------------------------------- 
YYC--------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------LGE-A---LADAKL----------------KSQENGSKA--- 
----------HANGSD--------------KGPEETLEERLKKLIHSHDVML-----FMK 
GS-----PSEPKCGFSKKVAGALEEVGVPFGSFD--------ILSDEEVRQGIKSFSNWP 
TFPQLYVKGELIGGCDIVMEMHKSGELKEAVGATE--EKEDINSRLKKLIHSSPTMLFMK 
GTPEEPKCGFSKKVASAL----KEEGI--------------------------------- 
---------EFGSFD-----------------ILSDE----GLKAFSNWPTYPQLYLKGE 
LI----GGCDIIMEMK---------------------------------ENKELKEALAS 
------------------- 



>ZmGRXG10 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MA-RSLSTALV-------- 
---------RGLMR--------SSRAS--------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-TSA----------------------------------------------AVS------- 
------------------------------------------------------------ 
---RPAIQQF--------------MNYSSG------------------------------ 
-----------------------------------LSG---------------------- 
--------TPNANGDSVTT----------------------------------------- 
-RVAADH----------------------------------------------------- 
------------------------------------------------DTHQ-DFQP--- 
------------------------------------------------------------ 
--------------------TSKS------------------------------------ 
--------------------------------SDMSFS-D-------------------- 
-----------IVAQDV-------------------KEH--------------------- 
--------------------------------------------------------P--- 
-------------------------VVIY-----------MKGYPDA-PRCGFSALAVK- 
VLQQ-Y-----G--VPIS-ARDILSDL--------------------------------- 
---------K---LKESVK-AYS-----N-----------------------------WP 
-T-FP--QIFIKGEFVGGSDIILTMHQKG------------------------------- 
-----------------ELKE-L---L--------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------GD-----------------IAQKAEQSGSS----------------- 
------------------------------------------------------------ 
------------------- 
>SiGRXG2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MA-RLVSTALV-------- 
---------RGLMR--------SSRAS--------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-SAA----------------------------------------------AVS------- 
------------------------------------------------------------ 
---RPAIQQF--------------MNYSSG------------------------------ 
-----------------------------------LGG---------------------- 
--------APSANGDSMTT----------------------------------------- 
-RVAADP----------------------------------------------------- 
------------------------------------------------DTHQ-DFQP--- 
------------------------------------------------------------ 
--------------------TSKS------------------------------------ 
--------------------------------SEMSFD-D-------------------- 
-----------IVAQDI-------------------KEH--------------------- 
--------------------------------------------------------P--- 
-------------------------VLIY-----------MKGYPDA-PRCGFSALAVK- 
VLQQ-Y-----G--VPIS-ARDILSDL--------------------------------- 
---------K---LKESVK-AYS-----N-----------------------------WP 
-T-FP--QVFIKGEFVGGSDIILTMHQKG------------------------------- 
-----------------ELKD-L---L--------------------------------- 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------GD-----------------IAPKGEQNGSS----------------- 
------------------------------------------------------------ 
------------------- 
>OsGRXG1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MA-RLVSTALM-------- 
---------RGLVR--------SSRAP--------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-RVA----------------------------------------------AVS------- 
------------------------------------------------------------ 
---QPAIQQF--------------RNYSPG------------------------------ 
-----------------------------------LGG---------------------- 
--------DSRGSGDSSST----------------------------------------- 
-RVAADP----------------------------------------------------- 
------------------------------------------------DTHQ-DFQP--- 
------------------------------------------------------------ 
--------------------TSKS------------------------------------ 
--------------------------------SNMSFD-D-------------------- 
-----------IVAQDI-------------------KEN--------------------- 
--------------------------------------------------------P--- 
-------------------------VLIY-----------MKGFPES-PMCGFSALAVK- 
VLKL-Y-----D--VPIS-ARDILGDL--------------------------------- 
---------K---LKECVK-AHT-----N-----------------------------WP 
-T-FP--QIFIKGEFVGGSDIILDMHQKG------------------------------- 
-----------------QLKD-V---L--------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------GD-----------------IAQKHEQKESS----------------- 
------------------------------------------------------------ 
------------------- 
>OsGRXG2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MA-RLMSSALI-------- 
---------RGLVR--------SSCSP--------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-TVA----------------------------------------------AVA------- 
------------------------------------------------------------ 
---QPTIHQF--------------RNYSSG------------------------------ 
-----------------------------------LGG---------------------- 
--------DSTATGDSSST----------------------------------------- 
-RVAADP----------------------------------------------------- 
------------------------------------------------DTHQ-DFQP--- 
------------------------------------------------------------ 
--------------------TTKS------------------------------------ 
--------------------------------SNMSFD-D-------------------- 



-----------IVSQDI-------------------KEN--------------------- 
--------------------------------------------------------P--- 
-------------------------VLIY-----------MKGYPDA-PRCGFSALAVR- 
VLKQ-Y-----D--VPIS-ARDILGDL--------------------------------- 
---------K---LKESVK-AHT-----N-----------------------------WP 
-T-FP--QIFIKGEFVGGSDIILDMHQKG------------------------------- 
-----------------QLKD-V---L--------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------GD-----------------IAQKREQNESS----------------- 
------------------------------------------------------------ 
------------------- 
>BdGRXG3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MA-RLVSTALV-------- 
---------RGIAR--------SCRASS-------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-TAA----------------------------------------------AMA------- 
------------------------------------------------------------ 
---QPTFQQF--------------MAYSSQ------------------------------ 
-----------------------------------VD----------------------- 
--------DSNANMASSTT----------------------------------------- 
-RVTADP----------------------------------------------------- 
------------------------------------------------DTHQ-DFQP--- 
------------------------------------------------------------ 
--------------------TSKG------------------------------------ 
--------------------------------SDSSLH-D-------------------- 
-----------IVAQDI-------------------KEN--------------------- 
--------------------------------------------------------P--- 
-------------------------VLIY-----------MKGYPDA-PRCGFSALAVK- 
VLQQ-Y-----G--VSIS-ARDILSNM--------------------------------- 
---------K---LKESVK-AHT-----N-----------------------------WP 
-T-FP--QIFIKGEFVGGSDIILNMHQKG------------------------------- 
-----------------ELKD-L---L--------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------GD-----------------VAQKGE---------------------- 
------------------------------------------------------------ 
------------------- 
>BdGRXG4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MA-RLVSTALV-------- 
---------RGVAR--------SCRAST-------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-TAA----------------------------------------------AVS------- 
------------------------------------------------------------ 
---RPTFQQF--------------MTYASQ------------------------------ 



-----------------------------------VGA---------------------- 
--------DSNANMASGTT----------------------------------------- 
-RVAADL----------------------------------------------------- 
------------------------------------------------DTHQ-DFQP--- 
------------------------------------------------------------ 
--------------------TSKG------------------------------------ 
--------------------------------SDLSLH-D-------------------- 
-----------IVAQDI-------------------KEN--------------------- 
--------------------------------------------------------P--- 
-------------------------VLIC-----------MKGYPDA-PRCGFSALAVK- 
VLQQ------------IC-ARDILSSM--------------------------------- 
---------K---LKESVK-AHT-----N-----------------------------WP 
-T-FP--QIFIKGEFVGGSDIILNMHQKG------------------------------- 
-----------------ELKD-L---L--------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------GD-----------------VAQKGE---------------------- 
------------------------------------------------------------ 
------------------- 
>ZmGRXG11 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MGT------------------------------------MK-RLVSTALA-------- 
--------ARGLLR--------SHGLP--------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-TTT----------------------------------------------SVM------- 
------------------------------------------------------------ 
--YQPAFQQF--------------MNYSSP------------------------------ 
-----------------------------------HGG---------------------- 
--------DPNANTNSTTT----------------------------------------- 
-RIAADP----------------------------------------------------- 
------------------------------------------------DTHQ-DFEP--- 
------------------------------------------------------------ 
--------------------KSRI------------------------------------ 
--------------------------------SDMTLH-D-------------------- 
-----------AIAQDI-------------------KEN--------------------- 
--------------------------------------------------------P--- 
-------------------------VLIY-----------MKGFPES-PMCGFSALAVK- 
VFQQ-Y-----G--VPVC-GRDILGDL--------------------------------- 
---------K---LKECVK-AHT-----N-----------------------------WP 
-T-FP--QIFIKGEFVGGSDIILSLHQKG------------------------------- 
-----------------ELKD-L---L--------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------GD-----------------IAQRDEQKVHAHDS-------------- 
------------------------------------------------------------ 
------------------- 
>SiGRXG3  
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



-----------------------------------------MK-RLVSTALV-------- 
--------ARGLVR--------SCRAP--------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-TTA----------------------------------------------AVS------- 
------------------------------------------------------------ 
---RPAFQQF--------------MNYSSG------------------------------ 
-----------------------------------HGGD--------------------- 
--------DPNATGDSTAT----------------------------------------- 
-QIAADR----------------------------------------------------- 
------------------------------------------------DTHQ-DFKP--- 
------------------------------------------------------------ 
--------------------MSKS------------------------------------ 
--------------------------------SDTSLH-D-------------------- 
-----------IVAQDI-------------------REN--------------------- 
--------------------------------------------------------P--- 
-------------------------VLIY-----------MKGFPES-PMCGFSALAVK- 
VFQQ-Y-----D--VPIC-GRDILGDL--------------------------------- 
---------R---LKEAVK-AHT-----N-----------------------------WP 
-T-FP--QIFIKGEFVGGSDIILSMHQKG------------------------------- 
-----------------ELKD-L---L--------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------GD-----------------ITQRYGQKPDANEP-------------- 
------------------------------------------------------------ 
------------------- 
>GmGRXG1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MA-TSLSNVFL-------- 
---------KGIAA--------RSLS---------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-RP--------------------------------------------------------- 
------------------------------------------------------------ 
---LNGLFYC--------------TRYSNT------------------------------ 
-----------------------------------V------------------------ 
------------------------------------------------------------ 
---SNDS----------------------------------------------------- 
------------------------------------------------DTHD-DFKP--- 
------------------------------------------------------------ 
--------------------GNKL------------------------------------ 
------------------------------EGSGICLS-N-------------------- 
-----------VIEQDV-------------------KDN--------------------- 
--------------------------------------------------------P--- 
-------------------------VMVY-----------MKGVPDF-PQCGFSSLAVR- 
VLKH-Y-----D--VPIS-ARNILEDP--------------------------------- 
---------E---LKNAVK-AFS-----N-----------------------------WP 
-T-FP--QIFIKGEFIGGSDIILNMQQTG------------------------------- 
-----------------ELKE-K---L--------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------KD-----------------ITSKQ----------------------- 
------------------------------------------------------------ 



------------------- 
>GmGRXG2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MA-TSLSNMFL-------- 
---------KGIAA--------RSLS---------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-RP--------------------------------------------------------- 
------------------------------------------------------------ 
---LNGLFYC--------------TRYSTT------------------------------ 
-----------------------------------V------------------------ 
------------------------------------------------------------ 
---SNDS----------------------------------------------------- 
------------------------------------------------DTHD-DFKP--- 
------------------------------------------------------------ 
--------------------ANKL------------------------------------ 
------------------------------ENSGISLS-N-------------------- 
-----------VIEQDV-------------------KDN--------------------- 
--------------------------------------------------------P--- 
-------------------------VMVY-----------MKGVPDF-PQCGFSSLAVR- 
VLKH-Y-----D--VPIS-ARNILDDP--------------------------------- 
---------D---LKNAVK-AFS-----N-----------------------------WP 
-T-FP--QIFIKGEFIGGSDIVLNMHQTG------------------------------- 
-----------------ELKE-K---L--------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------KD-----------------ITSKQ----------------------- 
------------------------------------------------------------ 
------------------- 
>GmGRXG3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MC-AS----FI-------- 
---------LGF------------LS---------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-YPK----------------------------------------------LIL------- 
------------------------------------------------------------ 
-EKLNGLFYC--------------TRYSNT------------------------------ 
-----------------------------------V------------------------ 
------------------------------------------------------------ 
---SNDS----------------------------------------------------- 
------------------------------------------------DTHD-DFKP--- 
------------------------------------------------------------ 
--------------------GNKL------------------------------------ 
------------------------------EGSGICLS-N-------------------- 
-----------VIEQDV-------------------KDN--------------------- 
--------------------------------------------------------P--- 
-------------------------VMVY-----------MKGVPDF-PQCGFSSLAVR- 
VLKH-Y-----D--VPIS-ARNILEDP--------------------------------- 
---------E---LKNAVK-AFS-----N-----------------------------WP 
-T-FP--QIFIKGEFIGGSDIILNMQQTG------------------------------- 



-----------------ELKE-K---L--------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
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------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------------------------M 
FSMQI---SFIRRSLP-------------------------------------------- 
------------------------------------------------------------ 
---------------PHVLK---------------------------------------- 
---------------------------------------------------------IW- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------------------------------------RD------- 
------------------------------------------------------------ 
----------------ITT-------------------------------PVQGELPQPP 
NAFGGQGMV--------------------------------------------------- 
------------------------------------PS----LFTLHCLKLEKKIQ---- 
-------------------------------SWLPEK----------------------- 
--------------------VSSV---EQVMYRPAFQQFMNYSSPHGGDPNANMNSTATR 
IAADL---DTHQDFEPKSRSSDMPLH--AAIT---------------------------- 
--------------QDI-------------------KEN--------------------- 
--------------------------------------------------------P--- 
-------------------------VLIY-----------MKGFPES-PMCGFSALAVK- 
VFQQ-Y-----G--VPTC-GRDILGDL--------------------------------- 
---------K---LKESVK-AHT-----Q------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXG13 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------MAASIGRN----------NDVRPPLRELSNNTL--EDEC 
PDMSISDGSIIDCTIPCDTTPGGRDDARQRKRERERVRYATMS-AEKKNELKK------- 
---RRESRKKGNVMH--HEYSEVCNIPANKDNNNHQNNEIEDVDDDSYQLHKNNSFEVHR 
RLGSEKLSTHLSDECPQVFVSDRSIKNLTIHCDNTLVALGQTSHQHDSNQSSEVLDPRER 
KRIRERTRFATQTKEQRALRNRESCNKMARKNYKRRQREIKLQDLIGIEDPKFTPELVWS 
STDAEAPHGS-------------------------------------LCSSEGMAIPE-- 
--------LSPTPF------------------VPNPSQTEDVEKDSMTES-PRRQRHKRH 
VSSGQRQTLVSR----------QNQKFHLAIGT------------NFATATRDRVMENDV 
DNEIDHQTVSEIDNNESTGLCPFPHTE----SNNMTEGADI------------------- 
-------GMQHRAAPTVTTNDDVEDVLFTEDDDEVVLFEDDEDEGYLFAGQVQGELPQPP 
NAFGGQAIVLDVLLGLIFGSGLLPRNIRFDGLQITKDMKQPIFVYYQRDDFY-----QNY 
RRYVKSRNDAQLGDKIEKKDISCKSDRDHKFGSDVFPT----NFQIGPLKGGKTLDPSI- 
---------PLDNNYNTYSFGGKKKLVLSTATWLGGKNDFLGLAYLIVGGLCFFLA-FAF 
TLLYLIKPSYFQMNMPYDNVVTSLLAAVKVMYRPAFQQFMNYSSPHGGDPNANMNSTATR 
IAVDP---DTHQDFEPKSRSSDMPLH--AAIAQLPFFH-T-------------------- 
-----------IFWQDI-------------------KEN--------------------- 
--------------------------------------------------------P--- 
-------------------------VLIY-----------MKGFPEF-PMCGFSALAVK- 
VFQQ-Y-----G--VPIC-GRDILGDL--------------------------------- 
---------K---LKESVK-AHT-----Q------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>ZmGRXG14 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MS-AEKKNELKK------- 
---RRESRKKGNVMH--HEYSEVCNIPANKDNNNHQNNEIEDVDDDSYQLHKNNSFE--- 
------------------------------------------------------------ 
-------------------------------------------DLIGIEDPKFTPELVWS 
STDAEAPHGS-------------------------------------LCSSEGMAIPK-- 
--------LSPTPF------------------VPNPSQTEDVEKDSMTES-PRRQRHKRH 
VSSGQRQTLVSR----------QNQKFHLAIGT------------NFATATRDRVMENDV 
DNEIDHQTVSEIDNNESTGLCPFPHTE----SNNMTEGADI------------------- 
-------GMQHQAAPTITTNDDVEDVLFTEDDDEAVLFEDDEDEGYLFAGQ-DGE----- 
---SGEDIDIDETQ---------------DAFTVIPDIPDPY------DKVYSIIPEETY 
-----------LLNTVADCDY-CKA---KKFQYE--PP----GFC--CRNGQIDLAP--- 
--------------FETPSQHRR--------LWECADAD----ARHFYDNIRFFNGHFSF 
TSLYCC----------LDNMTTNM---DRGIYTFRAHGMMYH--------NKNNVQYANL 
V---------YKEVLTSGRSEDMEGHHDSRFTLQPMLL-E-------------------- 
--------------MDI-------------------KEN--------------------- 
--------------------------------------------------------P--- 
-------------------------VLIY-----------MKGFPES-PMCGFSALAVK- 
VFQQ-Y-----G--VPIC-GRDILGDL--------------------------------- 
---------K---LKESVK-AHT-----Q------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>AmtGRXG2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MTCL------LSLP-------------------------LN-GTINSAYKY------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------GRQWSTTI----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---TGDP----------------------------------------------------- 
------------------------------------------------DSHE-DFRP--- 
------------------------------------------------------------ 
--------------------ANKLA----------------------------------- 
-------------------------------NSGSSVQ-E-------------------- 
-----------VVENDV-------------------KGN--------------------- 
--------------------------------------------------------H--- 
-------------------------IMIY-----------MKGVPEA-PRCGFSALAVR- 
VLQE-YV---------------ILSAS--------------------------------- 
---------Y---CRD-------------------------------------------- 
--------LYLIA----------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>AmtGRXG3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MQ-AATNSAYKN------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------GRQWFIAT----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---TGDP----------------------------------------------------- 
------------------------------------------------DSNE-DFRP--- 
------------------------------------------------------------ 
--------------------ANKLA----------------------------------- 
-------------------------------NSRSSVQ-E-------------------- 
-----------VLDKDV-------------------KEN--------------------- 
--------------------------------------------------------P--- 



-------------------------IMIY-----------MKGVPEA-PRCGFSALAVK- 
VL---------------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>AmtGRXD1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------ME-TED------------- 
-------------SN--PETRASHSSPAEKQP---------------------------- 
------------------------------------------------------------ 
---------------------------------------------------------DQI 
TDPKASNSEEII-------------------------------------QDFNSLNVT-- 
--------KEN-------------------------------------------SASH-- 
----------------------GDKGESLGR-------------------------QTHE 
A--------------------------------KALESE--------------------- 
----------SPEESKPNSEE--------------------------------------- 
--GFPEE-----------------------------KVAEPVF----------------- 
------------------------------------DG---------------TENPEL- 
-------------------EATKG-----------LSSQAL------------------- 
------------------DSDSEVQ----------------------------------- 
SYVWP--------------------------EKATALK-N-----YVKEKGAV------- 
-AVST------VLRRLS-G-----------------KRD-DNEQSLAESEERSDYK---- 
NAEDGSPGTKPKELYQKA----GWNPLSLIRGSRD-SNTQVHTEQGEDGYQDGEMQE--- 
----------------SAMKG-R--VILY----------------TR-LRCPDCREMRS- 
FLRQ------KGL------RSVEINIDIF------------------------------- 
--------PS---RKLELE-KNT-------------------G-SS-------------- 
-S-VP--KIFFNDLLIGSLKELTGMDESG--KLDETINNVLNME-PSLAAAMPPFPGEDD 
V----SSSGMV-----DEFAI-IVRKMKEIIVVKDRFYKM-----RRFSNCFLGSEAVDF 
LSEDQYLEREDAVEFGRKLVSKHFFRHILDENIFEDGN-HFYRFLEHDPIVMAQCYNLPK 
AGHGNDVKPKPLNEIASRLRFLSFGIFEAYVSEDGRHVDYRAIRCSEEFARYLRITE--- 
-------------------------ELPRV--------------ELLDISREEKLAFFIN 
LYNMMAIHA----ILWWG----YPAGALERRKLLGDFKYVVGGSAYSLSAIQNGILRGNQ 
RPPYNLMK-PFGLKDPRSQVALPYPEPLVHFALVCGTRSGPALQCYSPGDIDQELMEAAR 
NFIRN-GGLVLNAEAKTVFVSKILSWYSVDFGKIETEVIKHAANYLETSKSEELLELLAG 
--GQLKVVYQPYDWGLNC- 
>ZmGRXD1   
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MSFMI-----AQVPC------------------WRLFCIME-STDKNDK--------- 
-----------RNAV--TEESS---NPGQNCE---------------------------- 
------------------------------------------------------------ 
---------------------------------------------------------DDG 
DFSMKTEMLNVE-------------------------------------EAPSFSNDK-- 
--------LNN----------------------------ESEVQIQEGGN-DSEEGLN-- 
--------------------------GQMNE-------------------------RTSS 
---------------------------------DVMECA--------------------- 
-------------SSNEITKE--------------------------------------- 



--NLSED-----------------------------KTEEPVF----------------- 
------------------------------------DG---------------TEVLEI- 
-------------------EEMRR-----------SSNQSG------------------- 
------------------ELDSEAQ----------------------------------- 
GSVLN--------------------------DRAVAIK-N-----FVKERSAI------- 
-AVST------FMRRLS-G-----------------KKD-ENE-FKAEADKTIGSEYMDC 
EKTRTDAESNPKEVQQKSVERTVWNPLNFIKIGRD-SDTFVTGEALNEN-VPGLLEI--- 
----------------PPLKG-R--IIIY----------------TK-LGCEDCKKVRL- 
FLLR------KRL------KYVEINIDIF------------------------------- 
--------PG---RKLELE-KNT-------------------G-SS-------------- 
-T-VP--KVYFNDLLIGGLIELRKMEDSG--ILDENIDVLFNEE-SPYSAPLPPLLGEDD 
E----SGSGKI-----DELAT-IVKKMRESITPKDRFYKM-----RRFSNCFLGSEAVDF 
ISEDQYLERDEAVEFARKLARKYFFRHVLDENVFEDGN-HIYRFLDHDPIVMTQCYNIPR 
G--IIDVAPKPIAEVASRLRLLSCAIFEAYVSADGRHVDYQSIQGSEEFKRYIRTVE--- 
-------------------------ELQRV--------------EIDYLSREEKLAFFIN 
LYNMMAIHA----LVTCG----HPAGPLDRKKFFGDFKYIIGGCAYSLSAIQNGILRGNQ 
RPPYNIAK-PFGQKDRRSKVALPYHEPLVHFALICGTKSGPALRCYSPGDIDKELMEAAR 
DFVRN-GGLIVDPEAKIASASKILKWYSTDFGKNEMEVLKHAANYLEPAESEQLLELLAS 
--TQLKVMYQNYDWSINI- 
>SiGRXD2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------ME-STDKDEK--------- 
-----------NLTV--TKECT---KPEENCG---------------------------- 
------------------------------------------------------------ 
---------------------------------------------------------DAG 
DLSRKTEKLNVE-------------------------------------EATNSSNVD-- 
--------LSE----------------------------ESEAQIREEGN--SAKYLN-- 
--------------------------GQMNE-------------------------STST 
---------------------------------DAMEPV--------------------- 
-------------DSNQITKE--------------------------------------- 
--ILAED-----------------------------KSEEPVF----------------- 
------------------------------------DG---------------TEVPEM- 
-------------------EEMRR-----------SSNQSV------------------- 
------------------ELDSEAQ----------------------------------- 
GSVLN--------------------------ERAVAIK-N-----FVKEKSAI------- 
-AVST------FMRRLS-G-----------------KKD-ENE-FKVEADKSDGSECINS 
EKTGSDAEPKPKEVQQKTDERTAWNPLNLIKIGRD-FDTFITGEAGHED-VPGLLEQ--- 
----------------PTVKG-R--IIIY----------------TK-LGCEDCKMVRL- 
FLHQ------KRL------KYVEINIDIF------------------------------- 
--------PS---RKLELE-KNT-------------------G-SF-------------- 
-T-VP--KVYFNDLLIGGLIELKKMEDSG--ILDEHIGVLFKEE-PSSSAPLPPLPGEDD 
E----SGSGKM-----DELAT-IVRKMRESVTPKDRFYKM-----RRFSNCFLGSEAVDF 
LSEDQYLERDEAVEFGRKLASKYFFRHVLDENVFEDGN-QLYRFLDHDPVVMTQCYNIPR 
G--IIDVAPKPIAEIATRLRLLSYAIFEAYVSVDGRHVDYRSIQGCEEFKRYIRTIE--- 
-------------------------ELQRV--------------EIDDLSREEKLAFFIN 
LYNMMAIHA----LVTCG----HPAGPLDRKKFFGDFKCVIGGCAYSLSAIQNGILRGNQ 
RPPYNIAK-PFGQKDRRSKVALPYHEPPVHFALVCGTKSGPALRCYSPGDIDKELMEAAR 
DFLRN-GGLIVDPDAKVASASKILKWYSSDFGKNETEVLKHAANYLEPAQSEQLLELLAS 
--TQLKVAYQPYDWSINI- 
>OsGRXD1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------ME-NGDKDEK--------- 
-----------NVAV--TEGST---NSEEKDQ---------------------------- 



------------------------------------------------------------ 
---------------------------------------------------------DE- 
DLLRRTEMLNAK-------------------------------------EAINSSNEN-- 
--------SGN----------------------------DSEAQIHVRDD--SQKEFN-- 
--------------------------EKMNK-------------------------EGSS 
---------------------------------DPMEPT--------------------- 
-------------DSSQTEED--------------------------------------- 
--ILAED-----------------------------KSEEPVF----------------- 
------------------------------------DG---------------TEVAEM- 
-------------------EDLRR-----------SSNQSV------------------- 
------------------ELDSDAH----------------------------------- 
GSVLN--------------------------ERATAIK-N-----FVKEKGAI------- 
-AVST------FIRRLS-G-----------------KKD-ENE-FSVEDEKNEGSESISS 
GNIGSDAEPKSKEVQPKSEERTTWNPLNLIKIGRD-FDTFMTGEAGHEN-VPDLIEQ--- 
----------------PTGKG-R--IIIY----------------TK-LGCEDCKMVRS- 
FMRQ------KML------KYVEINIDIF------------------------------- 
--------PS---RKMELE-NNT-------------------G-SS-------------- 
-T-VP--KVYFNDLLIGGLTELKKMEESG--ILDDRTDALFKDE-PSSAAPLPPLPGEDD 
E----SGSGKI-----DELAT-IVRKMRESITLKDRFYKM-----RRFSSCFLGSEAVDF 
LSEDQYLERDEAVEFGRKLASKYFYRHVLDEDVFEDGN-HLYRFLDNDPIIMSQCYNIPK 
G--IIDVEPKPIVEVASRLRKLSETMFEAYVSEDGKHVDYRSIQGCEEFKRYVRTTE--- 
-------------------------ELQRV--------------ETHELSREEKLAFFIN 
LYNMMAIHA----LVTCG----HPAGPLDRRKFFGDFKYVIGGCAYSMSAIQNGILRGNQ 
RPPYNLAK-PFGQKDQRSKVALPYAEPLVHFALVCGTKSGPALRCYSPGNIDKELVEAAR 
DFLRN-VGIVVDPEAKVASVSKILRWYSTDFGKNETEVLKHAANYLEPAESEQFLELLAN 
--TQLKVLYQPYDWSLNI- 
>BdGRXD1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
--MEYVL-----LS-----------------------LLCIME-EGDKDEV--------- 
-----------KISA--TEESP---NPGEKVE---------------------------- 
------------------------------------------------------------ 
---------------------------------------------------------GEG 
DLLRKTEMLDVK-------------------------------------EATNSLSEN-- 
--------LSN----------------------------ESEGQIHGGEK--PENSLH-- 
--------------------------EQVNK-------------------------RRSS 
---------------------------------DAIEPI--------------------- 
-------------DSNEIVQE--------------------------------------- 
--IIEEE-----------------------------KSEEPVF----------------- 
------------------------------------YG---------------TEFPEI- 
-------------------QELRRS---------TSSNQSV------------------- 
------------------ELDSEAQ----------------------------------- 
ESVIN--------------------------EKAAAIR-N-----FVKEKGAI------- 
-A-ST------FIRRLS-G-----------------RKD-END-ISVEDEKNDGSESENS 
EKTGSGAELKPKGAPQKFEEKTTWNPLNLIRIGGD-TDTAITGEA-----VPGLVEQ--- 
----------------PTVKG-R--IILY----------------TK-LGCADCKMVRL- 
FLHL------QRL------KYVEINIDIF------------------------------- 
--------PS---RKLELE-KNT-------------------G-SS-------------- 
-T-VP--KVYFNDLLIGGLSELKKMEESG--MLDERTSVLFKDE-PSSDAPLPPLPGEDD 
E----SGCGKM-----DELAT-IVRKMRESITPKDRFYKM-----RRFSNCFPGSAAVDF 
LSEDQYLERDEAVEFGRKLASKHFFCHVLDENVFEDGN-HPYRFLDHDPIIMTQCYNIPR 
G--IIDVAPKPIVEIASRLRMLSYAIFEAYVSEDGRHVDYRSIQGSEEFKRYIRTTE--- 
-------------------------ELQRV--------------EISDFSREERLAFFIN 
LYNMMAIHA----LVTCG----HPAGPLDRKKFFGDFKYVIGGCAYSLSAIQNGILRGNR 
RPPYNLVK-PFGQKDKRYKVALSYPEPLVHFALVCGTKSGPALRCYSQGNIDKELMEAAR 
DFLRN-GGLVVDPEAKVASLSKILHWYKTDFGKNETEVLKHAANYLEPAESEQLLELLAN 
--TPLKVSYQPYDWSLNI- 
>SolyGRXD2 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------ME-KED------------- 
-------------AI--MEGSV-NHPAAEKEA---------------------------- 
------------------------------------------------------------ 
---------------------------------------------------------NEP 
ILNNESVKNKVSNQRNL------------------------GS-IPDVLQEANTVNDR-- 
--------MD-----------------------------EQEKKISVDNS-ILHSGAE-K 
SQVDTI-------------NEPGKE-NSLGE-------------------------STSS 
--SL------------------LANKNE--IDKPNLDQVLI---LGELE-S--------- 
----------LKSGQQRSEAEM-------------------------------------- 
SGLIGKQTDCVKVDLKSPCKTD-----KNLNEVVYEEEAEPVF----------------- 
------------------------------------DG---------------TEEPGM- 
-------------------GVNRS-----------LSARSV------------------- 
------------------HRDSEAQ----------------------------------- 
GYVWP--------------------------EKAVALT-N-----FVRSKSTV------- 
-AMST------VLRRLS-G-----------------KSD-DGQDVTAEEDKSK----CFE 
KSAVASQEYETQAVSQKTAERTGWNPLSLIGILRD--DTRNRLVE-TEV-SPEAVLP--- 
----------------IAMKG-R--IILY----------------TR-LGCHESKEARL- 
FLRR------KRL------RYVEINIDVY------------------------------- 
--------PS---RKMELE-KIA-------------------G-DS-------------- 
-V-VP--RVFFNEVLIGGWSELKSLDESG--KLSEKIEYVVDEA-PSFEAALPPLSGEDD 
L----SSSGSI-----DELAV-IVKKMKQSIALKDRFYKL-----RRFTNCFLGSEAVDF 
LSEDQYLEREEAVEFGRKLAINLFLQNVLDENVFEDDN-SLYRFLDDDPFVS-QCQNIPR 
G--LTEVKPKPIIEISSRLRFLSHAIFEAYASEDGRHVDYRSIHGSEEFARYLRITE--- 
-------------------------ELQRV--------------NLKDMPREEKLAFFIN 
LYNMMAIHA----ILVWG----HPSGPMERRKLFGEFKYVIGGCTYSLSAIHNGILRSNQ 
RPPYNLIK-PFGVKDKRLKVALPYSEPLVHFALVNGMRSGPALRCYSPGNIDKELVESAS 
DFLRD-GGLIVDLSTKVAYVSKILRWFSVDYGNNEVEVLKHAANYLDSSVSQAMLELLAN 
--GQLKVVYLPYDWGLNN- 
>EgGRXD1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------------------------------------M- 
-------------------ESVRS-----------TSLHSL------------------- 
------------------DLDPETQ----------------------------------- 
GSIWP--------------------------DKAMAIK-N-----FVMDKSAG------- 
-AVST------VLRRLS-G-----------------KKG-DDEEVATQENK--------- 
EDVESHQEVKTEEASQKASEKFAWNPLGYFKFTRD-ADDENKVEQ-QEV-VNDLLQP--- 
----------------IVAKG-R--IILY----------------TR-LGCQECKEARL- 
FLYR------KRL------RYAEINIDVY------------------------------- 
--------PS---RKLELE-KIS-------------------G-SS-------------- 
-A-VP--KVLFNEILIGGLNEMKNLDDTG--KLKDKIDYLIAEV-PSPEAPLPPLSGEDD 
E----SNSGVI-----DELAL-VVRKMKESVPVKDRFYKM-----RRFTSCFLGSEAVDF 
ISEDQYLEREEAIQFGRKLASKLFFYHVLDENEFEDGN-HLYRFLDHDPIVSTQCYNIPR 



G--IIDVKPKPIIEIASRLRFLSYAIFDAYTSEDGKHVDYRSIHGSEEFARYLRTVE--- 
-------------------------ELQRV--------------ELQGMPKEEKLAFFIN 
LYNMMAIHA----ILVWG----HPAGALERRKLFGDFKYVVGGCTYSLSAIQNGILRGNQ 
RPPYNLMK-PFGAKDKRSQVALPYPEPLIHFALVCGTRSGPALRCYSPGNIDKELTEAAC 
LFLRS-GGFYYDLNNKVASVSKILNWFRVDFGKNELEVVKHASNYLDSKDSEALLEMLST 
--NQLKVTYQPYDWGVNC- 
>PtGRXD3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------ME-KA-------------- 
-------------AV--SEKDITNSPTSEKHE---------------------------- 
------------------------------------------------------------ 
---------------------------------------------------------EDA 
IIAEGDNQMRVS-------------------------------------EEVNSLDTR-- 
--------KDNPKL----------DK--DN--------AESDAGESIDES----SGLEFK 
CPVDNVVKH----------DDLGKECENMGM-------------------------EPKS 
VGAK------------------LNNDTQRVVSGDKMDEV------GDLEPK--------- 
----------AEEGNKQTPEE--------------------------------------- 
--ILGEQ-----------------------------KEPEPVF----------------- 
------------------------------------DG---------------TEVPGM- 
-------------------EANRS-----------TSFHSS------------------- 
------------------DADHEAE----------------------------------- 
GSAWP--------------------------EKAVALK-N-----FVKEKGAV------- 
-AVTS------VLRVLS-V-----------------KRD-EVEWVTGDEDK--------- 
EASDSAKDKEVTEVSQKPADRSAWNPLSYIMYSHD--DAENKFEQGVEG-SEEPPQP--- 
----------------IAMKG-R--IILY----------------TR-LGCQDCKEVRL- 
FLHR------KRL------RYVEINIDVY------------------------------- 
--------PS---RKLELE-KFT-------------------G-SS-------------- 
-T-VP--KVFFNEIVIGGLTELNGLDESG--KLGEKIDYLITEA-PASEAPLPPLSGEDD 
A----STSGSI-----DELAL-IVRKMKESILVKDRFYKM-----RRFTNCFLGSEAVDF 
LSEDQYLEREEATEFGRKLVSKLFFRHILDENIFEDGN-HLYRFLDNDPVVSSQCYNIPR 
G--IVEAKPKPITEIAARLRFLSCAIFEAFTSVDGKHVDYRSIHGSEEFARYLRIIQ--- 
-------------------------ELQRV--------------ELLDMPREEKLAFFIN 
LYNMMAIHA----ILVLG----FPKGALERRKLFGDFQYVIGGCTYSLSAIQNGILRGNQ 
RPPYNLTK-PFGVKDKRSKVTLPYAEPLIHFALVCGTRSGPALRCFSPGDIDKELMEAAR 
DFLRG-GGLIIDLNAKTAFASKILKWFSVDFGKNEMEVLKHASNFLEPTYSETLMELLDG 
--AQLKVTYQPYDWGLNN- 
>GmGRXD5 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------ME-NQ-------------- 
-------------QL--VETNGAGFQAVENLR---------------------------- 
------------------------------------------------------------ 
--------------------------------------------------------VDDL 
ELDQDKQSKEAK------------------------------------AEKIGHEDDK-- 
--------LDDIS-----------DQINDG--------EDARSNTKDESG-NLQSGTQ-- 
-------P------------------ENLET-------------------------KSET 
--EV------------------STDKRE--YSGDKMGAG------GDLEPKNQETNIDNN 
SGQIDLAKEVADRESTQIFDKS-------------------------------------- 
DEIPSED-----------------------------HNLEPVF----------------- 
------------------------------------DG---------------TEVPGM- 
-------------------EANRS-----------MSGRRL------------------- 
------------------N-DQDSP----------------------------------- 
GVV----------------------------EKAVALK-N-----FVKEKSAV------- 
-AVST------MMRRLS-G-----------------KRD-EGTEDNADDEGK-------- 



DVSDIPKVGETKVVSDKAVEKFDWNPLHYIKKSSD-VGVENKTEQG---------DS--- 
----------------IAMKG-R--IILY----------------TK-LGCQESKAIRL- 
FLRM------KRL------RYVEINIDVF------------------------------- 
--------PG---RKVELE-KIS-------------------G-SA-------------- 
-S-VP--KVFFNEILIGGWNELKNLDESG--KLDEKVDFLITEA-PLFEAPSPPLSGEDD 
V----SSSGPL-----DELAI-IVRKMKESIAVKDRLYKM-----RRFTNSFLSSEAIDF 
LSEDQYLERPEAVEFAQKLADKLFFQNVLDEDIFEDGN-HLYRFLDDDPTVVSQCHNITR 
G--IITLKLKPLAEIASRLRFLSRAMFEAYVYEDGRRIDYTSIHGSEEFARYLRIVE--- 
-------------------------ELQRV--------------EISDSSREEKLAFFIN 
LYNMMAIHA----ILVLG----HPDGALERRKLFGEFKYVIGGSTYSLSAIQNGILRGNQ 
RPPYNLKK-PFGVKDKRLTVALPYPEPLIHFALVYGTRSGPALRCYSPGNIDEELLDAAR 
NFLRN-GGIAVDLTAKAVNASKILKWYSIDFGKNEVEVIKHVSNYLDSADSEVLLDLLAT 
--SELKVTYQPYDWGLNC- 
>ATGRXD2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------ME-SSPKQ----------- 
-------------QN--TEEER---KSAEIIA---------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------KEVSPKQQN-- 
--------VEE---------------------------ERKSAEIIAKEV-SPKHNVE-- 
-----------------------KKEEEFTR-------------------------KPVV 
E----------------------IEEEE-----EEMESI-------DIHEE--------- 
----------EEGDNNVSLDE--------------------------------------- 
--IMSVD------------SSD-----DDDDS----ESSAEIT----------------- 
------------------------------------KA---------------CEETVV- 
-------------------DERSG-----------ISQES-------------------- 
---------------------NSST----------------------------------- 
SSAWT--------------------------EKAAAIK-N-----FVRAKSEV------- 
-AVHT------MIRRLS-G-----------------KLSIDNAAHGTKDDEVE------- 
--------------SPKTEGKSLWNPLSYLKMMQN-DEDLVYREE------ETVFEP--- 
----------------VVMKG-R--IILY----------------TR-LGCEECRGCRL- 
FLHE------KRL------RYVEINIDIY------------------------------- 
--------PT---RKVELE-KIS-------------------G-GD-------------- 
-V-VP--MVFFNEKLVGSYKELKVLEESG--ELEEKIKHLIEET-PPREAPLPPFSGEDD 
A----SSKGPV-----DELAL-IVLKMKPCV-VKDRFYKM-----RRFKNCFLGSEAVDF 
LSADQRLERD-------------------------------------------------- 
G-------PRPIVEIASRLRLVYRAILEAYTSPDGKHVDYRSIHGSEEFARYLRIIQ--- 
-------------------------ELHRV--------------ELEDMQREEKLAFFIN 
LYNMMAIHS----ILVWG----HPAGTFDRTKMFMDFKYVIGGYTYSLSAIQNGILRGNQ 
RPMFNPMK-PFGVKDKRSKVALPYAEPLTHFTLVCGTRSGPPLRCFTPGEIDKELMEAAR 
DFLRC-GGLRVDLNAKVAEISKIFDWYGVDFGNGKEEILKHASTFLEPQLSEALLDCLVD 
--TQFEVKYQPYDWGLNN- 
>PtaGRXD1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------ME-NKD------------- 
------------LKE--VQSQANVSVPDEKLT---------------------------- 
------------------------------------------------------------ 
---------------------------------------------------------SE- 
-------------------------------------------------KHVDSEDHK-- 
--------KNNVE----------------------------------------------- 
-----------------------EKSSNIEK-------------------------ESTD 
-----------------------VEKNE-------------------------------- 



----------ADKEDGATVDRTL-----------------------------------YV 
CDVPGEE-----------------------------KENEPVF----------------- 
------------------------------------YG---------------TENPEA- 
-------------------EIGRSP----------------------------------- 
------------------ESDFGVR----------------------------------- 
GAAWP--------------------------EKATALK-N-----FFMERGVMIRKFSEK 
SGIPD------VIRRLSLT-----------------KKD-EADQNAAVAEGKNATG---- 
EGKISAEDKKENNDGKILKDWSAWNPLNLVKNSLERQNSQSQGEQ-----LQDLVVE--- 
----------------PAFKG-R--IILF----------------SS-SESQQCRAARS- 
FLRQ------KGL------KFIEINIDVY------------------------------- 
--------PG---RKAELE-RIT-------------------G-SS-------------- 
-S-VP--KIFFNESCLGGMNEVRAMEESG--EFDQKIKVLIETE-APPTAPLPPSAGEDD 
F----GNNGMV-----DEFAN-VVTKLREAVVVKDRFYKM-----RMFSKCFVGSEAVDF 
LSEDQLLERDEAVEFGRKLASKHFFHHVLDENVFEDGN-HPYRFMEHDPVVTAKCYNFTG 
C--TNDMKPKPPTEIAARLRSLTQAIYEAYISDDGKHVDYRSIRGSEE---YLKVIE--- 
-------------------------ELHRI--------------DLHDLSREEKLAFFIN 
LYNMMAIHA----IVLWG----YPDGPLERRRFFGDFKYLIGGYSYSLSAIQNGVLRGNK 
RPPYNLIK-PFGLKDKRIEVKLDFF--LMWMLFSCGGGVG---NC-------QQVITCSF 
-------------------------------------VLSHS------------------ 
----LTKQRRP-------- 
>AmtGRXD2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------ME-EV-------------- 
------------------AKSELDFPASEVPN---------------------------- 
------------------------------------------------------------ 
---------------------------------------------------------GSK 
AMDSRPRTSDRR-RVSLRDEFSKSFSDSDEGNGEKSATVCEGSLINGIMEVSD-EKAP-- 
--------VENGF---------------DGGNNKN--------GVTVSKE-PSK---SEP 
DEENGAEPVTKARD----SLENG--ENSIEECKDR-------------------SLEREN 
GDET------------------VTDHEDRSITNGVIETHS-------QKPLTC------- 
----------DNSSD--------------------------------------------- 
----EENDKSIRHKSKSLD----------YRNEEKLLKPHSWL----------------- 
------------------------------------PQ---------------PEVPQG- 
----LLSEPKN-----------RNK----------TPEPQT------------------- 
------------------ERSISET----------------------------------- 
R-------------------------------DMPSFG-K-----FIKERSNS------- 
-LSSA------IVKRISSL-----------------KDSEPDE----------------- 
-------AEKISTVKQFN--------LTGLKVIVQLKA-----K---E------------ 
----------------PEFKG-R--IAFF----------------SR-SNCRDCSAVRA- 
FFRE------KAL------NFVEINIDVY------------------------------- 
--------PS---RENELL-QRT-------------------G-SS-------------- 
-S-VP--QIFFNEQLFGGLVALNSLRNSG--QFERRLLELTAGK-CPPEAPQPPVYGFDD 
P----DEEHKQ-----DELLG-IARVLRQKLPIQDRIMKM-----KIVKNCFSGGEAVEV 
LIQHMDCGRKKAIEMGKQLARKHFFHHVFQENDFEDGN-HFYRFLEHEPTIP-KCFNF-R 
GC-TNDDEPESAQVVGKKLNKIMSAILEAYATDDRCNVDYHRISNSEEFRRYANLVQ--- 
-------------------------DLQRT--------------DILALKDNQRLAFFLN 
LYNAMVIHA----VIRIG----EPGGVIDRRTFFGEFQYIVGGYPYSLSAIKNGILRGNR 
RQPYTLAR-PFHASDKRLEASLPKLNPLIHFGLCNATRSSPTVRFFSAEGIEAELRYATR 
EFFHG-DGMAVNLEKRTVYLTRIMKWFSADFGQ-EREILNWVLNYTDATKAGLLTHLLSD 
-GAPINIVYQDFDWSLNS- 
>SolyGRXD1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-MD--------------------------------------------------------- 
-------------------------------------------SINLCKT-DEA------ 
-------------------------DAEAEA-------------------------EAEE 
GNE----------------------------GGGAEDINS-------AV----------- 
------------------------------------------------------------ 
-------SGIIDDSVKENS------------NLLGVIKPHSLL----------------- 
------------------------------------PQ---------------PEVPAGV 
A-IIVSPGE-------------------------------M------------------- 
------------------NRSQSMP----------------------------------- 
ESF-----------------------------DMPAIG-K-----FFREKSNS------- 
-LSSA------ITKRLSSM-----------------RDQFDDE----------------- 
---KVVIKSESQQVTEFD--------LSGMKVI--------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------KELI-ERT-------------------G-SA-------------- 
-N-VP--QIFLNDKLLGGLVALNSLRNSG--MLEKKFAEMLAGK-CPEDAPAPPVYGFDD 
-----DYEEQN-----DEMVD-IVRVLRQKLPIQDRIMRM-----KIVKNCFSGGELVEV 
LIHHLDCGRKKAVEIGKNLARRHFIHQVFGENEFEDGK-HFYRFLEHEPFVP-KCYNF-R 
GS-TNDNEPKDVAVLGQRLGKIMSALLESYASDDRHHIDYIGISNSEEFRRYTNLIQ--- 
-------------------------DLHRV--------------NLLNLSADEKLAFFLN 
LYNAMAIHA----VIRIG----HPGGMIDRRAFFSEFQYMVGGYSYSLSGLKDGILRSNR 
RAPFTLMR-PFPSGDRRLEMAFQKVNPLIHFGLCNATRSSPAVRFFTPQNVESELRYAAR 
EYFQRDDAMQVDLSKRTVYLNRMIKWYNTDFGQ-EKEILKWITGYLDATKAGLLTHLMGD 
-CGPVNVVYSSFDWSPNA- 
>EgGRXD2    
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------ME-LT-------------- 
------------------------INGHQQHG---------------------------- 
------------------------------------------------------------ 
---------------------------------------------------------DPP 
AID---------------------------------------------VQSPA-SGSD-- 
--------LAGG-----------------GGELPPPP--DGFCEVDLSPR-P----DEEP 
PSGNPGDPAIR--------------EDPASE-------------------------EADD 
AGG----------------------------AGAAREAAP-------ASPPAT------- 
----------DESEEDRGAEA--------------------------------------- 
----EDRERAIGNGAKAAGGVG-----GGGSDVISVIQPHSQL----------------- 
------------------------------------PK---------------PEAPP-- 
----MSRSPPR-----------DVD----------AAAPIL------------------- 
------------------GRSQSTP----------------------------------- 
GGLPA--------------------------VDMPAIG-K-----FIRDRSNS------- 
-FSAA------IVKRLSSL-----------------KEKGSDD----------------- 
DGGKGDSDFKPNGVTEIN--------LSGLKVVVTLKT-----EERPE------------ 
----------------KELRG-R--ISFF----------------SR-SNCRDCTAVRC- 
FFRE------RGL------KFVEINVDVY------------------------------- 
--------PQ---REKELV-ERT-------------------G-SS-------------- 
-Q-VP--QIFFNEKLFGGLVALNSLRNSG--GFEQRLREMLAGR-CSAGAPAPPVYGFDD 
PG-EVEEEGRA-----DEAVG-IVRVLRQRLPIQDRLMKM-----KIVKNCFAGAEMVEV 
LIHHLDCGRKKAVEIGKKLAKKHFFHHVFGENDFEDGN-HFYRFIEHEPFIP-RCYNF-R 
GS-TNDSEPKRAAEVGLRMTKIMSAILESYASEDRRHLDYGAISKGEEFRRYVNLSQ--- 
-------------------------KLHRV--------------DLLELSPDERLAFFLN 
LHNAMVIHA----VIRVG----LPEGIMDRRSVDSDFQYIVGGYPFSLSTIRNGILRNNR 
RPPYSLAK-PFGTGDRRLELTVLKVNPLIHFGLCDGTRSSPTVRFFSPQVVQSELRSAAR 
EFFQN-GGVEVDLEKRTLKLTRIMKWFSADFGQ-DREIPRWILSYLDATKAGLLTHLLND 
-GGPIHLAYQNYDWSVNS- 



>PtGRXD1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------ME-VINGEL---------- 
------------LKP--AGEEKLGIKVTESNG---------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
VVD------------------------------------------KEIIKTRY-ENEN-- 
--------LSS--------------------------------SVHLSPS-SNSNVNQDD 
PAGDTTKP---------------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------EDIIAVTPKING-------------YKQTIQPDFHL----------------- 
------------------------------------PK---------------PEAPPG- 
----LSPSPPS-----------QPY----------ENGNAV------------------- 
------------------VRSKSLS----------------------------------- 
ESFTA--------------------------VDMPSIG-K-----FIKDRSNS------- 
-LSET------ISKRFSSL-----------------KFDDGDD----------------- 
DYMNNKVKSFDSGVTEFK--------ISGLKVVVMLKN-----NEK-E------------ 
----------------EQIKG-R--VSFF----------------SR-SNCRDCTAVRS- 
FFRE------RGL------KFVEINIDVY------------------------------- 
--------RQ---REKELI-ERT-------------------G-SS-------------- 
-Q-VP--QIFFNDKLFGGLVALNSLRNSG--GFEERLKEMLGKK-CSGDAPAPPVYGFDD 
-----HEEEST-----DEMVG-IVKVLRQRLPIQDRLMKM-----KIVKNCFAGKEMVEV 
LIHHFDCGRKKAVEIGKQLARKHFIHHVFGENDFEDGN-HYYRFLEHEPFIP-KCYNF-R 
GS-TNDSEPKPAVVVGQRLNKIMSAILESYASDDRRHVDYAGISKSEEFRRYVNLVQ--- 
-------------------------DLHRV--------------DLLMLSQDEKLAFFLN 
LHNAMVIHA----IIRVG----YPEGAIERRSFSSNFQYIVGGSSYSLNTITNGILRSNR 
RSPYSLVK-PFGTGDKRLEVALPKVNPLIHFGLCIGTTSSPPVRFFTSQGIEAELRCAAR 
KFFQR-SGMEVDLEKRTVYLTRIIKWFSGDFGQ-EKEILRCIINYLDATKAGLLTHLLGD 
-GGPVNIVYQDYDWSINS- 
>PtGRXD2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------ME-LTNGEL---------- 
------------IKA--DAQEKLGINVAEANG---------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
SVAD-------------------------------------GNLVKGIIQTGL-AKEN-- 
--------LSK--------------------------------SVHPSPN-SNSDFNYDD 
PAGD-IKPAQKDQQ------EDGFCEIEMEE-------------------------EKQD 
---------------------------------SATEIFS-------SDDAVE------- 
----------RITSTGNHVEK--------------------------------------- 
----EENDDIIAVSPKVNG-------------YIQVIQPDIHL----------------- 
------------------------------------PK---------------PEAPPG- 
----LSPSSTP-----------SPQ----------QNDDVV------------------- 
------------------TRSKSLP----------------------------------- 
NSFTV--------------------------VDMPSIG-K-----FIKDRSNS------- 
-LSAS------ISKRFSFF-----------------KSDDGDD----------------- 
YNMNHKVNSFDSGVTRFN--------ISGLKVTVKLKK-----DDE-E------------ 
----------------EQIKG-R--ISFF----------------SR-SNCRDCTAVRS- 
FFRE------RGL------KFVEINIDVY------------------------------- 
--------RQ---REKELI-ERT-------------------G-NS-------------- 
-Q-VP--QIFFNEKLFGGLVALNSLRNSG--GFEQRLKEMLAKK-CSGNAPAPPVYGFDD 
-----HEEEST-----DEMVW-IVKVLRQKLPIQDRLMKM-----KIVRNCFAGNEMVEV 



IIHHFDCGRKKAVEIGKQLARKHFIHHVFGENDFEDGN-HYYRFIEHEPFIP-KCYNF-R 
GS-TNDSEPKPAVVVGQRLNKIMSAILESHASDDRCLVDYAGISKSEEFRRYDNLAQ--- 
-------------------------DLHRV--------------DVLKLSQDEKLAFFLN 
LHNAMVIHA----VIRVG----CPEGAIDRRSFYSDFQYIVGGSPYSLNTIKNGILRSNR 
RSPYSLVK-PFGTGDKRLEVVLPKVNPLIHFGLCNGTRSSPTVRFFTPQGIEAELRCATR 
EFFQR-NGIEVDLEKRTVYLTRIIKWFSGDFGQ-EKEILRWIINYLDATKAGLLTHLLGD 
-GGPVNIVYQDYDWSINA- 
>GmGRXD1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------MGSEENG---------------------------- 
------------------------------------------------------------ 
---------------------------------------------------------TEI 
QIQN-PT------------------------------------------HT---QTQQ-- 
--------HSN-------------------------P--N---NIA---S-PEI------ 
--------------------------------------------------------HAN- 
------------------------------TSNNQIEITS-------HY----------- 
-----------------GGDD--------------------------------------- 
----AESDR---------------------HVTL-VVHPHSLL----------------- 
------------------------------------PM---------------PVPPQS- 
----------------------FKS----------NENDAV------------------- 
------------------SSNDSNF----------------------------------- 
S-----------------------------------VG-S-----FLRQRSSH------- 
-LSAA------IVKRVSSL-----------------RQSMEEK----------------- 
TND--D-EEENLEVTEFS--------LSGVKVTVTPKP-----EEEKE------------ 
----------------TSFKG-R--ISFF----------------SK-SNCRDCTAVRR- 
FFKE------KGI------RYVEINVDVF------------------------------- 
--------GE---RERELR-ERT-------------------G-SG-------------- 
-S-VP--QIFFNEKLIGGLVALNSLRNSG--EFDRRVAEIVAGKVAGGDSPAPPVYGFDY 
V-----EEERA-----DEMVG-VVRVLRLRLPIQDRLRRM-----KMVKNCFQGNELVEA 
LLQNFHCARNEAVEIGKQLSKKHFIHHVFGENDFEEGN-HLYRFLEHEPFIP-RCFNF-H 
GT-TNDSEPKPADSIFVRLTKIMSAILESYASDDRQHVDYEAISRSEEFRRYVNLTQ--- 
-------------------------DLQRV--------------NLLELSENEKLAFFLN 
LYNAMVIHA----VISVG----CPEGAIDRRSFFSDFQYLVGGHPYSLNMIKNGILRCNR 
RSPYSLVK-PFSTGDKRLEVALIKLNPLLHFGLCNGTKSSPNVRFFTPHRVVDELRGAAR 
EFFEN-HGIEVDLEKRTVYLTRIFKWFSGDFGQ-EKEILLWIINYLDPNKAGLVTHLMGD 
-SGPVHISYQNYDWSINS- 
>GmGRXD2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------MGSEESG---------------------------- 
------------------------------------------------------------ 
---------------------------------------------------------TE- 
-IQN-PT------------------------------------------HT---QTQQ-- 
--------HSN-------------------------P--T---NVS---S-PEN------ 
--------------------------------------------------------HANG 
YQHV-------------------------TANNNDTEITS-------HH----------- 
-----------------GGEH--------------------------------------- 
----AQSDR---------------------QVTL-VVHPHSLL----------------- 
------------------------------------PM---------------PVPPQS- 
----------------------FKV----------SHNDVV------------------- 
------------------SLNDSNF----------------------------------- 
S-----------------------------------VG-S-----FLRQRSSD------- 



-LSAA------IVKRVSSL-----------------RQSMEEN----------------- 
NDNDID-GEENREVTEFN--------LSGVKVTVTPKP-------EKE------------ 
----------------TSIKG-R--ISFF----------------SK-SNCRDCTAVRR- 
FFKE------KGI------KYVEINVDVF------------------------------- 
--------GE---RERELR-ERT-------------------G-SG-------------- 
-S-VP--QIFFNEKLIGGLVALNSLRNSG--EFDRRVAEIVAGKVAGGDAPAPPVFGFDY 
V-----EEERA-----DEMVG-VARVLRLRLPIQDRLRRM-----KMVKNCFEGNELVEA 
LLQHFHCSRNEAVDIGKQLSKKHFIHHVFGGNDFEEGN-HLYRFLEHEPFIP-RCFNF-R 
GT-TNDTEPKTADSICARLTKIMSAILESYASDDRQHVDYEAISRSEEFRRYVNLTQ--- 
-------------------------DLQRV--------------NLLELSENEKLAFFLN 
LYNAMVIHA----VISVG----CQEGVIDRRSFLSDFQYLVGGHPYSLNLIKNGILRCNR 
RSPYSLVK-PFSTRDKRLEVALIKLNPLLHFGLCNGTKSSPNVRFFTPHRVVDELRGAAR 
EFFEK-DGIEVDLEKRTVYLTRIFKWFSGDFGQ-EKEILLWIINYLDPNKAGLVTHLMGD 
-SGPVHISYQNYDWSINS- 
>GmGRXD3 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------MGSEEV----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-VEE-PTP-------------------------------------KTPNQTTTPETTS-- 
--------SSS-------------------------P--R---KIKTN-T-P-------- 
------------------------------------------------------------ 
------------------------------TENGHVSVTP-------------------- 
------------------------------------------------------------ 
-------------------------------TTLSIVQPHSLL----------------- 
------------------------------------PK---------------PVPPRT- 
-----------------------TY----------TQNDVV------------------- 
------------------VSST-TF----------------------------------- 
-------------------------------------G-K-----FLRKRSND------- 
-LSSA------ISKGISTL-----------------KHSINDQ----------------- 
NDNN--------GVTEFN--------LSGLKVFVTVKN-----KNDAS------------ 
----------------SNSLA-RMKISFF----------------SR-SNCRECCAVRR- 
FFRE------RAL------RFVEINVDVF------------------------------- 
--------AE---REKELR-ERT-------------------G-SA-------------- 
-T-VP--KIFFGERLIGGLVELNALRKDGGEELERRLKE------AGGQGPAAPA----- 
------------------------------LPIQDRLIKM-----KIARNCFAGSELVEL 
LVRHHGYSPSNAVEIGKQLCKKHFIHHVFGKNDFEEGN-HFYRFLEHEPLIS-KCFNF-R 
GA-TNDSEPKAAAAVCDRLTKIMCAILESFASEDRRHVDYVAISKSEELRRYVNMTQ--- 
-------------------------DLQRV--------------NLLELSENETLAFFIN 
LYNAMIVHA----IIRVG----CQEGVINRKSF-FDFHYLIGGHPYSLGAIKNGILRSNR 
RSPYSLIK-PFGTGDRRLEHALVKMNPLVHFGLCNGTKSSPKVRFFSPYRVAEELRSAAR 
EFFEN-DGIEVDLEKRTIHLTPIFKWYSADFGQ-ERNILKWIINFLDANKAGLLTHLLGD 
-GGHVNISYMSYDWSINS- 
>GmGRXD4 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------MGS-EV----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-VEE-PT-----------------------------------------------ETTS-- 
--------LSS-------------------------P--R---KIQTNDA-P-------- 
------------------------------------------------------------ 



------------------------------TANCHVSVTP-------------------- 
------------------------------------------------------------ 
-------------------------------TTLSIVQPHSLL----------------- 
------------------------------------PK---------------PVPPTT- 
-----------------------TY----------SPNDVV------------------- 
------------------VSSSATF----------------------------------- 
-------------------------------------A-K-----FLRQRRND------- 
-LSSA------ISKGISTL-----------------KHSINDQ----------------- 
NDCN--------CVTEFN--------LSGLKVFVTVEN-----KNDA------------- 
----------------SFARG-RMRISFF----------------SR-SNCRECCAVRR- 
FFRE------RAL------RFVEINVDVF------------------------------- 
--------AE---REKELR-ERT-------------------G-SA-------------- 
-T-VP--KIFFGEKLIGGLVELNALRKDGGEELERRLTA------AVGEGPSAPAYGFDE 
AA-EVEEEEEE-----EEEIGRVVRVLRQRLPIQDRWMKM-----KIARNCFAGSELVEL 
LVRHHGCAPSKAVEIGKQLCKKHFIHHVFGENDFEEGN-HFYRFLEHEPLIS-KCFNF-R 
GS-TNDSEPKAAAAVCDRLTKIMCAILESYASEDRRHVDYMAISKSEEFRRYVNMTQ--- 
-------------------------DLQRV--------------NLLELSENETLAFFIN 
LYNAMIIHA----MIRVG----CEEGVINRRSF-SDFHYLIGGHPYSLGAIKNGILRSNQ 
RPPYSLIK-PFGTGDRRLEHALVKMDPLVHFGLCNGTKSSPKVRFFSSYRVAEELRSAAR 
EFFEN-DGIEVDLEKRTIHLTPIFKWHSSDFGQ-ERNILKWIINFLDANKAGLLTHLLGD 
-GGHVNISYMSYDWSINS- 
>ATGRXD1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------MRFEESK---------------------------- 
------------------------------------------------------------ 
---------------------------------------------------------NN- 
-CQN-PR-----------------------------------------------KSEK-- 
--------VTNG------------------------K--SYTISSDIVSP-PYS---NSN 
PISDHVHPATPIP-------------------------------------------EA-- 
-----------------------------VSQSPMKEISI-------DDP---------- 
------------------------------------------------------------ 
-----------------------------------YLPPHPQL----------------- 
------------------------------------PK---------------LEPPRG- 
----------------------RRV----------SLEELL------------------- 
------------------HPKEKFT----------------------------------- 
G-------------------------------D---LM-K-----FIRQSGN-------- 
----A------ISKRISVL-----------------LENDDDD----------------- 
DSID--------DVTEFK--------ISGVKVLVKMKN---------E------------ 
----------------EEIKG-R--ITFF----------------SR-SNCRDSTAVRL- 
FLRE------RGF------DFSEINIDVY------------------------------- 
--------SS---REKELV-ERT-------------------G-SS-------------- 
-Q-VP--QIFFNEKHFGGLMALNSLRNSG--EFDRRVKEFLKEK-CCGDAPLPVMYGFDE 
-----ESNNKDVVVVVDEMMR-FVRVLRQKLPIKDRLMKM-----KIVKNCFSGAEMVEI 
LIDYLDCGRKKAVEIGKRLAEKHFIHHVFGENEFEDGN-HYYRFLEHEPFVS-KCYNF-R 
GS-TNDMEPQSAAIVGQKLFKIMTAILESYSSNDHTSVDYMRISQSEEFRRYLNLAQ--- 
-------------------------DFHRL--------------NLVELSTEEKLAFFLN 
LYNAMVIHA----LISIG----RPEGLIARRSFFTDFQYVVGGYSYSLSSIRNDILRRGR 
KPSYPFIRPPFNNGKTRHELGLLKLNPLVHFGLCDGTKSSPVVRFFTPQGVEAELKRAAR 
EFFQN-GGIEVVLDKRTIHLSRIIKWYKEDFSE-EKKMLKWIMGYIDSNDAGLLTHLLGD 
GGGSFNIVYQDYDWSTNN- 
>ZmGRXD2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
-------------------------MGEETL----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-VAM-P------------------------------------------------------ 
-----------------------------------------------PAL-PHH-HAPTP 
P----QPPS----------------GPVAAD-------------------------KGEE 
GDH-------------------------RRPAEGVAGPPQ-------VQPRSV------- 
----------TPHGLG-------------------------------------------- 
----GEE-GDVYYARKMLQGA--------------VLRPPPHL----------------- 
------------------------------------PQ---------------PEAPPGL 
ARARSTPAAPH-EYAAQGDGEDEER----------ESKRPV------------------- 
------------------ERSASAN----------------------------------- 
SASTAV-------------------------VDVESIG-R-----FFRDRRDV------- 
-LSSA------ITRRISSL-----------------KESTS------------------- 
-----AAKAGAYGVQEIH--------LPNVKVTVRLKDAI---AAADD----------TD 
TDTYDVGY-TFSG---GRIKG-R--VSFF----------------SR-SGCRDCAAVRA- 
FFRQ------SGL------PYVEVNLDVF------------------------------- 
--------PE---REAELG-SRA-------------------GAAA-------------- 
-R-VP--QIFLNEKLLGGLVVLNSLRNGG--EFERRVRDLAGRR-CPDSAPRVPVYGFDD 
DA-GKADEEAE-----DAMVG-IVRVLRHRLPIQDRFVRV-----KLVKNCFSGTDMVDG 
IVNHLDCSRKKAVEIGKELARKHFIHHVFRENDFEDGNQNLYRFLEHDPAVP-KYYNF-R 
GS-TNDGEPRPAAAIGQRMTRIMLAILEAYASDDRRHLDYGRIAASEEFRRYANLVQ--- 
-------------------------ELQRA--------------DMTQLPAEERLPFFLN 
LHNAMAIHA----VVRVG-----QPGAVDRRPFFSDFQYVVGGHPYSLAAIRNGILRGNR 
RQPYTLAK-PFGSSDRRLELAQRRANPLVHFALCDATRSSPTVRFYTAQGVEPELRHAAR 
EFFLH-GGVEIDLESRTVHLTRIIKWYSADFGQ-DRDILRWLLNYLDPTKAGLLSHLLNE 
-GGPISISYMNYDWSLNV- 
>SiGRXD1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------MGEETL----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-VAM-PLA---------------------------------------------------- 
------------------------------------P--HHHHHARLDAL-PHH-VAPAP 
PPQQQAPPP----------------EPTVAD-------------------------SKEE 
ERD-------------------------R----GVVEPPA-------PAPRPE------- 
----------TPPSPGLAAAAG-------------------------------------- 
---AGEV-GDVYYARRMLQGA--------------VLRPPPHL----------------- 
------------------------------------PQ---------------PEAPPGL 
ARALSAP-APH-GYAEEEAEETEAG----------GRQRPV------------------- 
------------------DRSASAN----------------------------------- 
SAAAAV------------------------AVDVASIG-R-----FLRDRRAV------- 
-LSSA------ITRRISSL-----------------KESSA------------------- 
----PPAAADTYGVQEIH--------LPNVKVTVRLKDAI---AAEDDD------ISLAD 
SND-DGGY-SFSG---GHIKG-R--VSFF----------------SR-SGCRDCAAVRA- 
FFRQ------SGL------PYVEINLDVF------------------------------- 
--------PE---REAELA-SRA-------------------GAAA-------------- 
-R-VP--QIFLNEKLLGGLVVLNSLRNSG--EFERRVRDLAGRR-CPDSAPRMPVYGFDD 
DAGGKEGEEAE-----DAMVG-VVRVLRHRLPIQDRFVRV-----KLVKNCFSGADMVDG 
IVNHLECSRKKAVEIGKELARKHFIHHVFRENDFEDGSQNLYRFLEHDPAVP-KYYNF-R 
GS-TNDGEPKPAAAVGHRMTKIMLAILEAYASDDRRHLDYSRIAASEEFRRYANLVQ--- 
-------------------------ELQRA--------------DMTALPAEERLPFFLN 
LHNAMAIHA----VIRVG-----QPGAVDRRPFFSDFQYIVGGQPYSLAAIRNGILRANR 
RQPYTLAK-PFGSNDRRLELAQRRANPLVHFALCDATRSSPIVRFYTTQSVEPELRHAAR 
EFFLH-GGVEIDLESRTVHLTRIVKWYSADFGQ-DRDILRWLLNYLDPTKAGLLTHLLND 



-GGPINVSYMNYDWSLNV- 
>OsGRXD2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------MGEETL----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-VAM-PLA---------------------------------------------------- 
------------------------------------PPHHHHHHAHLPAL-PHL-AAPPP 
PP---PPPA----------------ETELTE-------------------------QREE 
EV----------------------------PVDDVVEAAA-------DVPRRE------- 
----------E----GLVVDG--------------------------------------- 
----GE---DVYYARRMLQGV--------------VLRPPPHL----------------- 
------------------------------------PQ---------------PEAPPGL 
TRALSAP-APD-GYVEEEEE-----------------QRPV------------------- 
------------------ERSASVN----------------------------------- 
SAASAV------------------------VVDVASIG-R-----FFRDRRDV------- 
-LSSA------ITRRISSL-----------------KEASSS------------------ 
--PPPPVGMDTYGVQEIH--------LPNVKVTVRLKDAIEADAEEDD----------AV 
GGGGDDGY-SFSG---SHIKG-R--VSFF----------------SR-SGCRDCAAVRA- 
FFRQ------SAL------PYVEINLDVF------------------------------- 
--------PE---REAEFA-SRA-------------------GASA-------------- 
-R-VP--QIFLNEKLLGGLVVLNSLRNSG--EFERRVRDLAGRR-CPDTAPRVPVYGFDN 
DP-GKEGGDRE-----DAMVG-IVRVLRHRLPIQDRIVRL-----KLVKNCFSGADMVDG 
IVNHLECSRKKAVEIGRELARKHFIHHVFRENDFEDGSQNLYRFLEHDPAIP-KYYNFIR 
GA-TNDGEPKLAAAIGQRMTKIMVAILEAYASDDRRHLDYSRIAASEEFRRYANMVQ--- 
-------------------------ELQRV--------------DMSALPAEERLPFFLN 
LHNAMAIHA----VVRVG-----QPGAIDRRS-SSNFQYVVGGHPYSLATIRNGILRSNR 
RQPYTIAK-PFGSSDKRLELVQGKVNPLVHFGLCDATRSSPIVRFFSTQGVEPELRHAAR 
KFFLN-GGVEIDLESRTVHLTSIIKWYSVDFGQ-DRETLKWILNYLDPTKAGLLTHLLND 
-GGAINISYLNYDWSLNV- 
>BdGRXD2 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------MGEETL----------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-VAM-PLA---------------------------------------------------- 
------------------------------------P---HHHGVRLDAA-PPH-LAAAP 
PE-------------------------DLAD----------------------------- 
--------------------------------DGVVQARALPQEIRGLQPRPA------- 
----------A------AADG--------------------------------------- 
----GEEEEDVYYARKMMQGV--------------VLRPPPHL----------------- 
------------------------------------PQ---------------PEAPPGL 
TRAVSTPAAPHRGYADDEEE--ERT----------PTPIPI------------------- 
------------------ERSASAN----------------------------------- 
SASAGV-------------------------VDVASIG-R-----FFRDRRDV------- 
-LSSA------INRRISSL-----------------KETSA------------------- 
---PPADKENSYGVQEIH--------LPNVKVTVRLKEAIAADADEDD------------ 
------GYSSFPAAGISHIKG-R--VSFF----------------SR-SGCRDCAAVRA- 
FFRQ------SGL------PYVEINLDVF------------------------------- 
--------PE---REPDLA-SRA-------------------GAAA-------------- 
-R-VP--QIFLNEKLLGGLVVLNSLRNSG--QFERRVRDLAGRR-CPDAAPRVPVYGFD- 



---VEREEERE-----DAMVG-IVRVLRHRLPIQDRFVRV-----KLVKNCFSGADMVDG 
IVNHLECSRKKAVEIGKELARKHFIHHVFRENDFEDGGQNLYRFLEHDPAVP-KYYNF-R 
GA-TNDGEPKPAAGVGQRMTKIMVAILEAYGSDDRRRLDYGRVAASEEFRRYANLAQ--- 
-------------------------DLQRA--------------DVFALPAGERLSFFLN 
LHNAMAIHAA--VVARAGGAQTAAPGIGDRRSFFADFLYVVGGYPYSLTTITNGVLRANR 
RQPYSIVK-PLASSDKRLELAEGKVNPLVHFALCTATRSSPTVRFYSTQGVEPELRHAAR 
EFLLD-GGAEVDLETRTVYLTRIIKWYSADFGQ-DRDILRWILNYLDPAKAGLLTHLLND 
-GGPISIAYQDYDWSFNAS 
>SMGRXD1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------MG-K-------------------- 
------------------------------------------------------------ 
------------SISEF----------------------------EDE------------ 
----------------MSVTG-R--ITLF----------------SK-SGCPDSKAVRS- 
FLRI------KHL------PFVEINLDLF------------------------------- 
--------PQ---RGLDLE-ERT-------------------G-TS-------------- 
-S-VP--QLFFNDELVGGMEELNLLQQNG--ELDEKIQKVKENP-CPESAPGLPVH---- 
-----SEEESE-NAVPDEFAE-VVQKLREKVQLKDRFLKL-----RLYSKCFLGSDAVEV 
FAEDQYCERDEAVEFGRKVAAKHFFHHVAHENLFEDGN-NLYRFFEHDPAIATKCLNF-F 
GA-TNDLEPKPAADVAKKLMTLILATYDRYISDDGKHVNYYAIAASEEFRRYVKLTE--- 
-------------------------ELHRI--------------DLTTLTREEKLSFFLN 
IHNAMVIHS----FILYG----RPNGALERRTYFAEIQYVIGGYAYSLSAIQNGILRANQ 
RPPYTLTK-IFGAKDPRLQVGLEKPEPLVHFALSYGTQGSPAIRCYSPEGIDAELRIAAR 
DFFDS-GGITIDSEARTVSLSKIMKWYSSDFGKNEREVLHWIAKHINPTKAEHLLSLLED 
--SNVRVNYFPFDWSPNI- 
>ASF79911.1 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------MRT---------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------LT------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



-----------------------------------AYNED-------------------- 
-----------NF-RQI------------------EQYK--------------------- 
------------------------------------------------------------ 
-------------------GIS---VVRF----------------SA-PWCPPCQASEE- 
MFNQ-FADRLDRD-I----QVGKVNVDQ----A------------------------PVL 
T-------TK-YEIWG-------------------------------------------- 
---LPSVLIFHEGQLVKRIPGVKPASIYA------------------------------- 
----------------QAIAD-I-----KKGQ---------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>pdb|5HR0|A 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------------------MSDK---------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------II------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------HLTDD-------------------- 
-----------SFDTDV------------------LKAD--------------------- 
------------------------------------------------------------ 
-------------------GAI---LVDF----------------WA-EWCGPCKMIAP- 
ILDE-IADEYQGK-L----TVAKLNIDQ----N------------------------PGT 
A-------PK-YGIRG-------------------------------------------- 
---IPTLLLFKNGE------------VAA------------------------------- 
----------------TKVGA-L-----SKGQLK-------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------GFL-- 
------------------------------------------------DANLA------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>pdb|2TIR|A 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------------SDK---------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



----------------------------II------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------HLTDD-------------------- 
-----------SFDTDV------------------LKAD--------------------- 
------------------------------------------------------------ 
-------------------GAI---LVDF----------------WA-EWCGPCEMIAP- 
ILDE-IADEYQGK-L----TVAKLNIDQ----N------------------------PGT 
A-------PK-YGIRG-------------------------------------------- 
---IPTLLLFKNGE------------VAA------------------------------- 
----------------TKVGA-L-----SKGQLK-------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------EFL-- 
------------------------------------------------DANLA------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
>pdb|5IKN|K 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------K---------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
----------------------------II------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
-----------------------------------HLTDD-------------------- 
-----------SFDTDV------------------LKAD--------------------- 
------------------------------------------------------------ 
-------------------GAI---LVDF----------------WA-EWCGPCKMIAP- 
ILDE-IADEYQGK-L----TVAKLNIDQ----N------------------------PGT 
A-------PK-YGIRG-------------------------------------------- 
---IPTLLLFKNGE------------VAA------------------------------- 
----------------TKVGA-L-----SKGQLK-------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
-------------------------------------------------------EFL-- 
------------------------------------------------DANL-------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------- 
 


