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Treatment Group Treatment Group
Collection Time Donor
Enterococcus_NA 2 Saline
FMT

Shigella_NA

0 Collection Time
Bibersteinia_trehalosi Admission
Roseburia_inulinivorans Discharge

-2 30 Days

Barnesiella_intestinihominis
SMB53_NA
Peptococcus_NA
Adlercreutzia_NA
Oscillospira_guilliermondii
Desulfovibrio_NA
Parabacteroides_gordonii
cc_115 NA
Coprobacillus_NA
Clostridium_piliforme
Clostridium_ramosum
Megasphaera_NA
Porphyromonas_endodontalis
[Prevotella] NA
Prevotella_copri
Slackia_NA
Butyricicoccus_pullicaecorum
Clostridium_hiranonis
Turicibacter_NA
Catenibacterium_NA
[Eubacterium]_biforme
Megamonas_NA
Faecalibacterium_NA

Anaerotruncus_NA



