
Analysis approach and gating strategy: CCR2 expression on CD14+ monocytes

Supplementary figure S1. Sequential gating approach for the measurement of CCR2 expression by CD14+
monocytes. The sequential gating approached used was as follows: First, the viable (7-AAD negative; region ‘Viable’’)
cells were identified using a 7-AAD vs SS Log density plot. A “Viable” region was created around the 7-AAD negative
cells. Gated on the “Viable”cells, a SSLog vs FS plot was used to capture intact cells in the “E” region. CD14+
monocytes were identified (“CD14+” region) using a CD14 vs SS Log density plot that were gated on viable, intact
cells (“E” region). CD14+ monocytes that express CCR2 were quantified using a CD192 (CCR2) vs SS Log plot. The
proportion of CD14+/CCR2+ cells were captured in the “CD14+ CCR2+” region. The gating strategy followed to
quantify CCR2 expression by CD16+ neutrophils was similar to what was described for CD14+ monocytes, but instead
of identifying CD14+ monocytes, CD16+ neutrophils were identified (“CD16+” region) using a CD16 vs SS Log density
plot that were gated on viable, intact cells (“E” region). CD16+ neutrophils that express CCR2 were quantified using a
CD192 (CCR2) vs SS Log plot. The proportion of CD14+/CCR2+ cells was captured in the “CD16+ CCR2+” region.


