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Figure S2: Summary of the genetic features of the individual
linkage groups/chromosomes of the assembly of Neurospora
crassa. The top panel depicts the changes in RIP composite
Index values across the length of chromosome using a 1 000
base pairs (bp) window and increments of 500 bp. Values
above 0O Indicate RIP. The second panel depicts the
distribution of TEs associated repeated sequences (larger than
100 bp) across the length of the chromosome, (10Kb window
and 5Kbp Increments). The third panel presents the putative
genomic locations of the centromeres and telomeric regions.
The fourth panel of each linkage group depicts a summary of
changes In the total count of telomeric repeat sequences
(TTAGGG/CCCTAA) calculated for every 10Kbp windows
and 5Kbp iIncrements. The bottom panel Iillustrates the
changes In GC content calculated 1 000bp window and 500bp
Increments.



