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Supplementary Figure S1 One of nine most parsimonious tree inferred from the analysis of

recA sequences of a group of 12 Paraburkholderia isolates associated with Hypocalyptus

sophoroides. The length of the tree is 739 steps, the consistency index is 0.30, the retention

index is 0.69 and the homoplasy index is 0.70. Statistical support for the groupings are shown

in the order MP/ML and only support  50% are listed. Information regarding the type strain,

GenBank accession number/locus tag for each species is indicated in brackets, while the

number accompanied by * is a GOLD Project ID. Species names which appear in inverted

commas (‘…’) are combinations which have not yet been validly published. The scale bar

corresponds to 10 character state changes.
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Supplementary Figure S2 One out of two most parsimonious trees inferred from the analysis

of atpD sequences of a group of 12 Paraburkholderia isolates associated with Hypocalyptus

sophoroides. The length of the tree is 1076 steps, the consistency index is 0.32, the retention

index is 0.70 and the homoplasy index is 0.68. Statistical support for the groupings is shown in

the order MP/ML and only support  50% is listed. Information regarding the type strain,

GenBank accession number/locus tag for each species in indicated in brackets, while the

number accompanied by * is a GOLD Project ID. Species names which appear in inverted

commas (‘…’) are combinations which have not yet been validly published. The scale bar

corresponds to 20 character state changes.
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Supplementary Figure S3 One of 12 most parsimonious trees inferred after analysing the

recA sequences of the 12 Paraburkholderia isolates associated with Hypocalyptus

sophoroides. The tree has a length of 793 steps, a consistency index of 0.31, a retention index

of 0.69 and a homoplasy index of 0.69. Bootstrap support is indicated only when  50% and

appear in the order MP/ML. Listed in brackets is the type strain and GenBank accession

number/locus tag for each species, while the number accompanied with * is a GOLD Project

ID. Species appearing in inverted commas (‘…’) are combinations which have not yet been

validly published. The scale bar corresponds to 10 character state changes.

49



WK1.1d

WK1.1j

WK1.1m

WK1.1i

WK1.1fT

WK1.1k

WK1.1h

WK1.1a

P. caledonica (NBRC 102488T; BCA01S_RS22535)

P. kirstenboschensis (Kb15T; LT708248)

P. dilworthii (WSM3556T; F759_RS0112740)

P. rhynchosiae (WSM3937T; C0Z16_09280)

P. graminis (C4D1MT; BGRAMDRAFT_RS16645)

P. phenoliruptrix (AC1100T; BPAC_RS24770)

P. phytofirmans (PsJNT; BHYT_RS16360)

P. aspalathi (LMG 27731T; LT708248)

P. fungorum (NBRC 102489T; BFU01S_RS14570)

P. terricola (LMG 20594T; LT708245)

P. bryophila (LMG 23644T; HQ398574)

P. ginsengisoli (NBRC 100965T; BGI01S_RS00920)

P. xenovorans (LB400T; DR64_2839)

P. aromaticivorans (BN5T; CJU94_RS08490)

P. ginsengiterrae (DCY85T; A6V37_RS01440)

P. ribeironis (STM 7296T; BN2475_470030)

P. susongensis (LMG 29540T; SAMN06265784_10952)

P. monticola (JC2948T; CI15_03980)

P. sprentiae (WSM5005T; BUR5005_RS0130970)

P. tuberum (STM678T; Gp007985*)

P. megapolitana (LMG 23650T; HQ398583)

P. phenazinium (LMG 2247T; LT708243)

P. sartisoli (LMG 24000T; LT708244)

P. diazotrophica (LMG 26031T; LT708242)

P. piptadeniae (STM 7183T; BN2476_740077)

P. phymatum (STM815T; Bphy_0440)

P. caribensis (MWAP64T; AN416_RS15880)

P. hospita (LMG 20598T; LT708241)

HC1.1bb

HC1.1a3

HC1.1baT

P. terrae (NBRC 100964T; BTE01S_RS25325)

WK1.1c

P. kururiensis (JCM 10599T:BAMQ00000000)

P. sacchari (LMG 19450T; NH14_RS24225)

P. heleia (NBRC 101817T; BHE01S_RS18150)

P. nodosa (DSM 21604T; A3CW_RS0124780)

P. ferrariae (NBRC 106233T; BFE01S_RS12635)

P. oxyphila (NBRC 105797T; BO1_RS12465)

P. caballeronis (LMG 26416T; LT708247)

P. mimosarum (LMG 23256T; A19U_RS0115950)

‘P. acidipaludis’ (NBRC 101816T; BAC01S_RS07915)

P. bannensis (NBRC 103871T; BBA01S_RS19170)

P. tropica (LMG 22274T; LT708246)

Caballeronia fortuita (LMG 29320T; AWB77_00798)

Caballeronia catudaia (LMG 29318T; AWB75_01770)

Caballeronia temeraria (LMG 29319T; AWB76_03569)

59/-

100/99

91/-

68/-

71/72

97/9895/92

78/74

75/-

62/71

96/98

99/98

68/68

65/50

56/63

96/99

61/61

100/100

97/97

99/99

90/79

94/82

67/52

97/97

98/99

67/56
99/100

99/94

10

recA

P. strydomiana sp. nov.

-/50

P. steynii sp. nov.

50



Supplementary Figure S4 One of two most parsimonious trees resulting from the analysis of

rpoB sequences from 12 Paraburkholderia isolates associated with Hypocalyptus sophoroides.

The tree length is 830 steps, it has a consistency index of 0.28, a retention index of 0.65 and a

homoplasy index 0.72. Bootstrap support is indicated in the order MP/ML and only support of 

50% is shown. Information regarding the type strain, GenBank accession number/locus tag of

each species is listed brackets, while * denotes a GOLD Project ID. Species names in inverted

commas (‘…’) are combinations which have not yet been validly published. The scale bar

corresponds to 10 character state changes.
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Supplementary Figure S5 One of three most parsimonious trees resulting from the analysis

of lepA sequences for the 12 Paraburkholderia isolates associated with Hypocalyptus

sophoroides in this study. This tree is 1502 steps long, has a consistency index of 0.30, a

retention index of 0.64, and a homoplasy index of 0.70. Bootstrap support is indicated in the

order MP/ML and only support of  50% are shown. Type strain and GenBank accession

number/locus tag for each species is listed in brackets, while * denotes a Gold Project ID.

Species in inverted commas (‘…’) are combinations awaiting valid publication. The scale bar

corresponds to 20 character state changes.
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Supplementary Figure S6 The most parsimonious tree inferred from the analysis of the gltB

sequences of 12 Paraburkholderia isolates associated with Hypocalyptus sophoroides. The

tree has a length of 648 steps, a consistency index is of 0.33, a retention index of 0.69 and a

homoplasy index of 0.67. Statistical support for the groupings are indicated in the order MP/ML

and only support of  50% are shown. Listed in brackets is the type strain and GenBank

accession number/locus tag for each species, while * indicated a GOLD Project ID. Species

names in inverted commas (‘…’) are combinations which are still awaiting valid publication.

The scale bar corresponds to 10 character state changes.
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Supplementary Figure S7 One of of four most parsimonious trees inferred from analysing a

five gene concatenated dataset (atpD + recA + rpoB + gltB + lepA) including the 12 focal

Paraburkholderia species. The tree has a length of 5059 steps, a consistency index of 0.29, a

retention index of 0.64 and a homoplasy index of 0.71. Statistical support of  50% is indicated

in the order MP/ML. Listed in brackets is the type strain number for each species. Names in

inverted commas (‘…’) are combinations which are still awaiting valid publication. The scale

bar corresponds to 50 character state changes.
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Supplementary Figure S8 A. Maximum likelihood phylogeny of a segment of the nifH locus

for all available H. sophoroides associated rhizobial isolates. The tree is rooted at the

midpoint, while the key indicates to which Paraburkholderia species the isolate belongs. Listed

in brackets is the GenBank accession number for that isolate. The scale bar indicates the

number of nucleotide changes per site. B. Maximum likelihood phylogeny of a fragment of the

nodA locus for all available H. sophoroides rhizobial isolates. Listed in brackets are the

GenBank accession number for the isolate. The tree is rooted at the midpoint and follows the

same key as for part A. The scale bar indicates the number of nucleotide changes per site.
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