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Nucleotide sequence alignments of reassortant virus genome segments

VP2 gene (Segment 2)

1 50
TETECAARGAT THCACGEAATG-AGACEEGAGAGABCACECTEAACEEAT

AHSV-3
AHSV-4 TATANEAGG-TTANACGANETGCAGACAACEGACEAEECACTAAANACET
R4-24,5,7,10 TATANEAGG-TTANACGANETGCAGACAACEGACEAECACTAAANACET
R4-27 19 TATANEAGG-TTANACGANETGCAGACAACEGACEAECACTAAANACET
R4-21, TATANEAGG-TTANACGANETGCAGACAAGEGACEAEECACTAAAWACET
R3-25,10 TETECAARGAT THCACGEAATG-AGACEEGAGAGAEBCACECTEAACEEAT
R3-23,5 TETECcAARGAT THCACCEAATG-AGACEEGAGAGAECACECTEAACEEAT
51 100
AHSV-3 THA-CHATGT THACHGCAATTGT TAAAAMGAEAGACTGATAEANACECT
AHSV-4 TCACGGATHTTCACACENET-GTTEACMCGGAAGNEC TR TACEGACACT
R4-24,5,7,10 TCACGGATHTTCACACENET-GTTEAEMCGGAANEC TR TACEGACACT
R4-27 10 TCACGGATHTTCACACENET-GTT(E~ECCCAACINEC THITACGACACT
R4-2, TCACGGATHTTCACAGIENET-GTTEACICCCAASIEC TIITAC[GACACT
R3-25,10 THA-CHATGT THACHGCAATTGT TAAAANGAEAGACTGATAEANACECT
R3-23,5 THA-CHATGT THACHGCAATTGT TAAAANGABAGACTGATAEANACECT
101 150
AHSV-3 GIeR T GA AN T TCWTGlTATGGATTGTCTTTGAAATGGAGAANGTTGANG
AHSV-4 @AAACTHAACT THCTGCT@TGGATTGTCTTTGAAATGGAAAACGTTGAAG
R4-24,5,7,10 EAAACTHAACTTHCTGCT@TGGATTGTCTTTGAAATGGAAAACGTTGAAG
R4-24, 10 WAAACTHAACTTHCTGCT@TGGATTGTCTTTGAAATGGARAAACGTTGARG
R4-21, WAAACTHAACT THCTGCT@TGGATTGTCTTTGAAATGGAAAACGTTGAAG
R3-25,10 GII T GA AT TCWTGlTATGGATTGTCTTTGAAATGGAGAANGTTGANG
R3-23,5 GReE T GA AN T TCWTGlTATGGATTGTCTTTGAAATGGAGAANGTTGANG
151 200
AHSV-3 ( TGAECGCHGCHAANAAGAGACATCCANTATTAATATCEEATGAAAAAGGA
AHSV-4 (149) TGAACGCGGCGMACAAGEGHCATCCECTRTTAATETCAAGTGEEALAGCE
R4-24,5,7,10 (149) TGAACGCGGCGHACAAGEGHCATCCECTHTTAATETCAAGTCEEAAAGGCE
R4-27 19 (149) TGAACGCGGCGHACAAGEGHCATCCECTHTTAATETCAAGTCEEAAAGGCE
R4-21, (149) TGAACGCGGCGHACAAGEGHCATCCECTHTTAATETCAAGTCEEAAAGGCE
R3-25,10 (149) TGAECGCHGCHAAWAAGAGACATCCARTATTAATATCESATGAAAAAGGA
R3-23,5 (149) TGAECGCHGCHAAWAAGAGACATCCARTATTAATATCESATGAARAAGGA
201 250
AHSV-3 (199) TTASCEETAATHGGCGTAGATHTIGT THAANCESESGCTTTCGATHTCEAC
AHSV-4 (199) TTAAGGGTHATCGGCGTHGATATHTTCAACHCACAGCTTTCGATATCAAR
R4-24,5,7,10 (199) TTAAGGGTMATCGGCGTMGATATHTTCAACHCACAGCTTTCGATATCAAN
R4-24 10 (199) TTAAGGGTMATCGGCGTMGATATHTTCAACHCACAGCTTTCGATATCAAN
R4-21, (199) TTAAGGGTHATCGGCGTHGATATHTTCAACHCACAGCTTTCGATATCAAR
R3-25,10 (199) TTAGCEETAATHGGCGTAGATHTGT THAANCESESGCTTTCGATHTCEAC
R3-235 (199) TTAGCEETAATHGGCGTAGATHTIGT THAANCESEEGCTTTCGATHTCEAC
251 300
AHSV-3 249) GECEGCETGGATTCCGTATCTAGABAGGATAT GIIJCAGAGEAGAAAGCTC
AHSV-4 249) GAGCGGATGGATTCCGTATETEGCAASGGATETGCGCEGAGARMALAGHTC
R4-24,5,7,10 249) GAGCGGATGGATTCCGTATETECAASGGATETGCGCEGAGAMALAGHTC

( )
( )
( )
R4-24 19 (249) GAGCGGATGGATTCCGTATETECAASGGATETGCGCEGAGARMALAGHTC
( )
( )
( )

R4-21, 249) GAGCGGATGGATTCCGTATETEGAAGGGATETGCGCEGAGAMAAAGHTC
R3-25,10 249) GECEGCETGGATTCCGTATCTAGABAGGATAT GIIJCAGAGEAGAAAGCTC
R3-23,5 249) CEGEGCETGGATTCCGTATCTAGABAGGATATGIIICAGAGEAGARAGLTC
301
AHSV-3 (299) AEA-GAAGE
AHSV-4 (299) ARACGAAGH
R4-24,5,7,10 (299) AAACGAAGH
R4-27 10 (299) AAACGAAGH
R4-24, (299) AAACGAAGH
R3-25,10 (299) AEA-GAAGG
R3-23,5 (299) AE@A-GAAGE
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VP3 gene (Segment 3)
1

UNIVERSITEIT VAN PRETORIA
UNIVERSITY OF PRETORIA
Quu# YUNIBESITHI YA PRETORIA

50

AHSV-2 (1) ATTTAAAAGCAACCATHCTCACTCCATCCCTCTCCTCITCHGTGTACACA
AHSV-3 (1) ATTTAAAAGCEACCATCCTCACTCCATCCCTCTCCTCETCCGTGTACACA
AHSV-4 (1) ATTTAAAAGCEACCATHCTCACTCCATCCCTCTCCTCETCHGTGTACACA
R4-24,5,7,10 (1) ATTTAAAAGCEACCATHCTCACTCCATCCCTCTCCTCETCHGTGTACACA
R4-27,10 (1) ATTTAAAAGCEACCATECTCACTCCATCCCTCTCCTCETCHGTGTACACA
R4-21, (1) ATTTAAAAGCEACCATECTCACTCCATCCCTCTCCTCTCHGTGTACACA
R3-25,10 (1) ATTTAAAAGCEACCATCCTCACTCCATCCCTCTCCTCETCCGTGTACACA
R3-23,5 (1) ATTTAAAAGCAACCATHCTCACTCCATCCCTCTCCTCTITCHGTGTACACA
51 100
AHSV-2 (51) TAAGGCATTGCCGTCAGTATCTCGTCGGGCGGCCGHGAATCAAAGAATTT
AHSV-3 (51) TAAGGCATTGCCGTCAGTATCTCGTCGGGCGGCCGCGAATCAAARMAATTT
AHSV-4 (51) TAAGGCATTGCCGTCAGTATCTCGTCGGGCGGCCGHMGAATCAAARAATTT
R4-24,5,7,10 (51) TAAGGCATTGCCGTCAGTATCTCGTCGGGCGGCCGHGAATCAAARMAATTT
R4-27,10 (51) TAAGGCATTGCCGTCAGTATCTCGTCGGGCGGCCGHGAATCAAARMAATTT
R4-21, (51) TAAGGCATTGCCGTCAGTATCTCGTCGGGCGGCCGHMGAATCAAARAATTT
R3-25, 10 (51) TAAGGCATTGCCGTCAGTATCTCGTCGGGCGGCCGCGAATCAAARMAATTT
R3-23,5 (51) TAAGGCATTGCCGTCAGTATCTCGTCGGGCGGCCGHMGAATCAAARAATTT
101 127
AHSV-2 101) AATCTTGATGTTCCGTAACATACCHRCC
AHSV-3 101) AATCTTGATRTTCCGTAACATACCHCC
AHSV-4 101) AATCTTGATRTTCCGTAACATACCGCC

( )
( )
( )
R4-24,5,7,10  (101) AATCTTGATRTTCCGTAACATACCGCC
( )
( )
( )
( )

R4-27,19 101) AATCTTGATRTTCCGTAACATACCGCC
R4-21, 101) AATCTTGATRTTCCGTAACATACCGCC
R3-25,10 101) AATCTTGATRTTCCGTAACATACCRCC
R3-23,5 101) AATCTTGATGTITCCGTAACATACCHRCC
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NS1 gene (segment 5)
1

J\ UNIVERSITEIT VAN PRETORIA
UNIVERSITY OF PRETORIA
Quu# YUNIBESITHI YA PRETORIA

50

AHSV-2 (1) CCAGTGGTTGATTCAAAAATHGCTGAACTAACEGGAGGCABIGATGTATT
AHSV-3 (1) CCAGTGGTTGATTCAAAAATHGCTGAACTAACAGGAGGCATIGATGTATT
AHSV-4 (1) CCAGTGGTTGATTCAAAAATCGCTGAACTAACAGGAGGCASGGATGTATT
R4-24,5,7,10 (1) CCAGTGGTTGATTCAAAAATHMGCTGAACTAACEGGAGGCAMIGATGTATT
R4-27,19 (1) CCAGTGGTTGATTCAAAAATCGCTGAACTAACAGGAGGCASGGATGTATT
R4-21, (1) CCAGTGGTTGATTCAAAAATCGCTGAACTAACAGGAGGCASGGATGTATT
R3-25,10 (1) CCAGTGGTTGATTCAAAAATHGCTGAACTAACEGGAGGCASIGATGTATT
R3-23,5 (1) CCAGTGGTTGATTCAAAAATHMGCTGAACTAACEGGAGGCASIGATGTATT

51 100
AHSV-2 (51) TTATACACGTGCGTATGTACATGCGGACAATCACAAAGEGCCAAATGTCA
AHSV-3 (51) TTATACACGTGCGTATGTACATGCGGACAATCACAAAGTIGCCAAATGTCA
AHSV-4 (51) TTATACACGTGCGTATGTACATGCGGACAATCACAAAGIGCCAAATGTCA
R4-24,5,7,10 (51) TTATACACGTGCGTATGTACATGCGGACAATCACAAAGEGCCAAATGTCA
R4-27,10 (51) TTATACACGTGCGTATGTACATGCGGACAATCACAAAGTGCCAAATGTCA
R4-21, (51) TTATACACGTGCGTATGTACATGCGGACAATCACAAAGIGCCAAATGTCA
R3-25, 10 (51) TTATACACGTGCGTATGTACATGCGGACAATCACAAAGEGCCAAATGTCA
R3-23,5 (51) TTATACACGTGCGTATGTACATGCGGACAATCACAAAGEGCCAAATGTCA

101 150
AHSV-2 101) GAGATTTGATGATGAATGAAGTCTTCAGGAAGATHGATGATCATTGGGTG
AHSV-3 101) GAGATTTGATGATGAATGAAGTCTTCAGGAAGATCGATGATCATTGGGTG
AHSV-4 101) GAGATTTGATGATGAATGAAGTCTTCAGGAAGATHGATGATCATTGGGTG

( )
( )
( )
R4-24,5,7,70  (101) GAGATTTGATGATGAATGAAGTCTTCAGGAAGATHWGATGATCATTGGGTG
( )
( )
( )
( )

R4-27,10 101) GAGATTTGATGATGAATGAAGTCTTCAGGAAGATHGATGATCATTGGGTG
R4-2, 101) GAGATTTGATGATGAATGAAGTCTTCAGGAAGATHGATGATCATTGGGTG
R3-25,10 101) GAGATTTGATGATGAATGAAGTCTTCAGGAAGATHGATGATCATTGGGTG
R3-23,5 101) GAGATTTGATGATGAATGAAGTCTTCAGGAAGATHGATGATCATTGGGTG

151 200
AHSV-2 (151) ATTCAGAAGTGTCATACHACGAAGGAAGCGATTACEGTAACTGCAATTCA
AHSV-3 (151) ATTCAGAAGTGTCATACHACGAAGGAAGCGATTACEGTAACTGCAATTCA
AHSV-4 (151) ATTCAGAAGTGTCATACCACGAAGGAAGCGATTACTGTAACTGCAATTCA
R4-24,5,7,70  (151) ATTCAGAAGTGTCATACEACGAAGGAAGCGATTACEGTAACTGCAATTCA
R4-27,10 (151) ATTCAGAAGTGTCATACCACGAAGGAAGCGATTACTGTAACTGCAATTCA
R4-2, (151) ATTCAGAAGTGTCATACCACGAAGGAAGCGATTACTGTAACTGCAATTCA
R3-25, 19 (151) ATTCAGAAGTGTCATACQACGAAGGAAGCGATTACEGTAACTGCAATTCA
R3-23,5 (151) ATTCAGAAGTGTCATACHACGAAGGAAGCGATTACEGTAACTGCAATTCA

201 250
AHSV-2 (201) BATECAGAGGTCGATCAGAGGTGATGGRCAGTGGGATACTCCGATGTTTC
AHSV-3 (201) GATECAGAGGTCGATCAGAGGTGATGGGCAGTGGGATACTCCGATGTTTC
AHSV-4 (201) GATTCAGAGGTCGATCAGAGGTGATGGGCAGTGGGATACTCCGATGTTTC
R4-24,5,7,10 (201) BATECAGAGGTCGATCAGAGGTGATGGRCAGTGGGATACTCCGATGTTTC
R4-27,10 (201) GATTCAGAGGTCGATCAGAGGTGATGGGCAGTGGGATACTCCGATGTTTC
R4-21, (201) GATTCAGAGGTCGATCAGAGGTGATGGGCAGTGGGATACTCCGATGTTTC
R3-25, 19 (201) BMATECAGAGGTCGATCAGAGGTGATGGRCAGTGGGATACTCCGATGTTTC
R3-23 5 (201) BMATECAGAGGTCGATCAGAGGTGATGGRCAGTGGGATACTCCGATGTTTC

251 300
AHSV-2 (251) ACCAATCAATGGCTCTGTT@ACACGATTGATTGTTTATTGGTTAACGGAT
AHSV-3 (251) ACCAATCAATGGCTCTGTTAACACGATTGATTGTTTATTGGTTAACGGAT
AHSV-4 (251) ACCAATCAATGGCTCTGTTAACACGATTGATTGTTTATTGGTTAACGGAT
R4-24,5,7,10 (251) ACCAATCAATGGCTCTGTTEACACGATTGATTGTTTATTGGTTAACGGAT
R4-27,10 (251) ACCAATCAATGGCTCTGTTAACACGATTGATTGTTTATTGGTTAACGGAT
R4-21, (251) ACCAATCAATGGCTCTGTTAACACGATTGATTGTTTATTGGTTAACGGAT
R3-25,10 (251) ACCAATCAATGGCTCTGTT[@ACACGATTGATTGTTTATTGGTTAACGGAT
R3-23 5 (251) ACCAATCAATGGCTCTGTTACACGATTGATTGTTTATTGGTTAACGGAT
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UNIVERSITEIT VAN PRETORIA
UNIVERSITY OF PRETORIA
Quu# YUNIBESITHI YA PRETORIA

301 350

AHSV-2 (301) GTGACTGAGAGAAGEGCTATCTTTCGGCTGACTTGTTTCGCHATCTTCGG
AHSV-3 (301) GTGACTGAGAGAAGEGCTATCTTTCGGCTGACTTGTTTCGCHATCTTCGG
AHSV-4 (301) GTGACTGAGAGAAGTGCTATCTTTCGGCTGACTTGTTTCGCGATCTTCGG
R4-24. 57,10 (301) GTGACTGAGAGAAGEGCTATCTTTCGGCTGACTTGTTTCGCRATCTTCGG
R4-27, 10 (301) GTGACTGAGAGAAGTIGCTATCTTTCGGCTGACTTGTTTCGCGATCTTCGG
R4-21, (301) GTGACTGAGAGAAGTGCTATCTTTCGGCTGACTTGTTTCGCGATCTTCGG
R3-25,10 (301) GTGACTGAGAGAAGEGCTATCTTTCGGCTGACTTGTTTCGCHATCTTCGG
R3-23,5 (301) GTGACTGAGAGAAGEGCTATCTTTCGGCTGACTTGTTTCGCHATCTTCGG
351 399
AHSV-2 351) ATGTAAGCCRACRGCTCGAGGTAGATATATTGANTGGGAGGATCTTGGA
AHSV-3 351) ATGTAAGCCRACRGCTCGAGGTAGATATATTGACTGGGATGATCTTGGA
AHSV-4 351) ATGTAAGCCGACGGCTCGAGGTAGATATATTGANTGGGATGATCTTGGA
R4-24,5,7,10 351) ATGTAAGCCRACRGCTCGAGGTAGATATATTGANTGGGAGGATCTTGGA

( )
( )
( )
( )
R4-27 19 (351) ATGTAAGCCGACGGCTCGAGGTAGATATATTGAWTGGGATGATCTTGGA
( )
( )
( )

R4-21 351) ATGTAAGCCGACGGCTCGAGGTAGATATATTGANTGGGATGATCTTGGA
R3-25, 10 351) ATGTAAGCCRACRGCTCGAGGTAGATATATTGANTGGGAGGATCTTGGA
R3-23,5 351) ATGTAAGCCHACHGCTCGAGGTAGATATATTGANMTGGGAGGATCTTGGA
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VPS5 gene (Segment 6)
1

P

drd

e

ﬂ UNIVERSITEIT VAN PRETORIA
’ UNIVERSITY OF PRETORIA
4

YUNIBESITHI YA PRETORIA

50

AHSV-3 TGAAGAAGCHETGCAGGAGATGHTIEGANT TAAGHGCEGABGTCATCGARA
AHSV-4 TGAWGAAGCGATHCAGGAGATGCTCGACTTAAGCGCAGAAGTEATHGAEA
R4-24,5,7,10 TGARGAAGCGATHCAGGAGATGCTCGACTTAAGCGCAGAAGTEATHGAEA
R4-27 19 TGARGAAGCGATHCAGGAGATGCTCGACTTAAGCGCAGAAGTEATHGAEA
R4-21, TGAWGAAGCGATHCAGGAGATGCTCGACTTAAGCGCAGAAGTEATHGAEA
R3-25,10 TGAAGAAGCHETGCAGGAGATGHTIEGANT TAAGHGCEGABGTCATCGAAA
R3-23,5 TGAAGAAGCHETGCAGGAGATGHTIEGANT TAAGHGCEGABGTCATCGAAA
51 100
AHSV-3 CGGCGGCHGAGGAGGTCCAATCTTTGGCGCAGGCGCAGCAAANMGT TETH
AHSV-4 CHGCGHCGGAGGAGGTACCAATHT TTGGCGCHGGEGCEGCEAACGTTATC
R4-24,5,7,10 CHGCGHCGGAGGAGGTACCAATHT TTGGCGCHGGEGCEGCEAACGTTATC
R4-27,10 CGCGHCGGAGGAGGTACCAATHT TTGGCGCHGGEGCEGCEAACGTTATC
R4-21, CHGCGHCGGAGGAGGTACCAATHT TTGGCGCHGCEGCEGCEAACGTTATC
R3-25,10 CGGCGGCHGAGGAGGTCCAATCTTTGGCGCAGGCGCAGCAAANMGT TETH
R3-23,5 CGGCGGCHGAGGAGGT@CCAATCTTTGGCGCAGGCGCAGCAAANGT TIETH
101 150
AHSV-3 GClEnCEACACGEGCAATECAAGGGGGHCTAAAEMTEAAGGAGATAATAGA
AHSV-4 GCCACAACECGAGCAATACABGGGGGGHTAARACTAAAGGARATIETHGA
R4-24,5,7,10 GCCACAACECGAGCAATACABGGGGGEHTAARACTAAAGGARATHETHGA
R4-24, 10 GCCACAACECGAGCAATACABGGGGGCWTAAAACTAAAGGAAATINETHGA
R4-21, GCCACAACECGAGCAATACABGGGGGGMTAARAACTAAAGGAAATINETHGA
R3-25,10 GCEACEACACCEGCAATECARGGGGCHCTAANEMTEAAGGABATAATAGA
R3-23,5 GCErCEACACCEGCAATECARGGGGGHCTAANETEALGGABATAATAGA
151 185
AHSV-3 151) TAAACTCACAGGEATHGAWCTCHCTCATTTGARAG
AHSV-4 151) TAAECTHACEGGAATAGACHTEABTCATTTGAAEG
R4-24,5,7,10 151) TAAECTHACEGGAATAGACHTEABTCATTTGAAEG

( )
( )
( )
R4-24 19 (151) TAAECTHACEGGAATAGACHTEAETCATTTGANEG
( )
( )
( )

R4-21, 151) TAAECTHACEGGAATAGACHTEAGTCATTTGALEG
R3-25,10 151) TAAACTCACAGGEATHGAWCTCHCTCATTTGARAG
R3-23,5 151) TAAACTCACAGGEATHGAWCTCHCTCATTTGARAG
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UNIVERSITEIT VAN PRETORIA
UNIVERSITY OF PRETORIA
Quu# YUNIBESITHI YA PRETORIA

VP7 gene (Segment 7)
1 50

AHSV-2 (1) GGACCAAGTAAAGTGCAEACGGGACCTTATGCAGGAGCGGCHMGAGGTGCA
AHSV-3 (1) GGACCAAGEAAAGTACAEACGGGACCTTATGCAGGAGCAGHNGAGGTGCA
AHSV-4 (1) GGACCAAGEAAAGTGCAAACGGGACCTTATGCAGGAGCGGHAGAGGTGCA
R4-24,5,7,10 (1) GGACCAAGTAAAGTGCAEACGGGACCTTATGCAGGAGCGGCHGAGGTGCA
R3-25,10 (1) GGACCAAGEAAAGTACAEACGGGACCTTATGCAGGAGCAGHGAGGTGCA
R3-23,5 (1) GGACCAAGEAAAGTACAEACGGGACCTTATGCAGGAGCAGHGAGGTGCA

51 100
AHSV-2 (51) ACAGTCTGGCAGATATTATGTACCGCAAGGTCGAACACGTGGTGGGTACA
AHSV-3 (51) ACARTCTGGCAGATATTAGGTACCGCAAGGTCGAACACGTGGTGGGTACA
AHSV-4 (51) ACRRTCTGGCAGATATTAGGTACCGCAAGGTCGAACACGTGGTGGGTACA
R4-24,5,7,10 (51) ACAGTCTGGCAGATATTATGTACCGCAAGGTCGAACACGTGGTGGGTACA
R3-25,10 (51) ACRRTCTGGCAGATATTAGGTACCGCAAGGTCGAACACGTGGTGGGTACA
R3-23,5 (51) ACARTCTGGCAGATATTAGGTACCGCAAGGTCGAACACGTGGTGGGTACA

101 150
AHSV-2 101) TCAATTCAAATATTGCTGARGTGTGTATGGATGCGGGTGCTGCGGGACAG
AHSV-3 101) TTAATTCAAATATTGCTGARGTGTGTATGGATGCRGGCGCTGCGGGACAG

( )
( )
AHSV-4 (101) TCAATTCAAATATTGCTGAGGTGTGTATGGATGCRGGTGCTGCGGGACAG
( )
( )
( )

R4-24,5,7,10 101) TCAATTCAAATATTGCTGABGTGTGTATGGATGCGGGTGCTGCGGGACAG
R3-25,10 101) TTAATTCAAATATTGCTGABGTGTGTATGGATGCHGGCGCTGCGGGACAG
R3-23,5 101) TTAATTCAAATATTGCTGARGTGTGTATGGATGCRGGCGCTGCGGGACAG

151 200
AHSV-2 151) GTCAATGCGCTGETAGCCCCAAGGAGGGGGGACGCAGTCATGATCTATTT
AHSV-3 151) GTCAATGCGCTGETAGCCCCAAGGAGGGGGGACGCAGTCATGATCTATTT
AHSV-4 151) GTCAATGCGCTGTITAGCCCCAAGGAGGGGGGACGCAGTCATGATCTATTT

( )
( )
( )
R4-24,5,7,10  (151) GTCAATGCGCTGE@TAGCCCCAAGGAGGGGGGACGCAGTCATGATCTATTT
( )
( )

R3-25,10 151) GTCAATGCGCTGETAGCCCCAAGGAGGGGGGACGCAGTCATGATCTATTT

R3-23,5 151) GTCAATGCGCTGETAGCCCCAAGGAGGGGGGACGCAGTCATGATCTATTT
201 250

AHSV-2 (201) CGTTTGGAGHCCGCTGCGTATATTCTGTGATCCTCARGGTGCATCACTCG

AHSV-3 (201) TGTTTGGAGECCAWTGCGTATATTHTGTGATCCTCARMGGTGCETCACTHG

AHSV-4 (201) CGTTTGGAGGCCGEMTGCGTATATTMTGTGATCCTCAGGGTGCETCACTHG

R4-24,5,7,00 (201) CGTTTGGAGECCGCTGCGTATATTCTGTGATCCTCABMGGTGCATCACTCG

R3-25,10 (201) TGTTTGGAGECCAWTGCGTATATTHTGTGATCCTCARGGTGCETCACTHG

R3-23,5 (201) TGTTTGGAGHECCAWTGCGTATATTHTGTGATCCTCARGGTGCETCACTHG
251

AHSV-2 (251) AGAGCGCTCC

AHSV-3 (251) AARGCGCTCC

AHSV-4 (251) AGAGCGCTCC

R4-24,5,7,00 (251) AGAGCGCTCC

R3-25,10 (251) AARGCGCTCC

R3-23,5 (251) AARGCGCTCC
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NS2 gene (Segment 8)
1

UNIVERSITEIT VAN PRETORIA
UNIVERSITY OF PRETORIA
Quu# YUNIBESITHI YA PRETORIA

50

AHSV-2 (1) ACGETTAATGATTACTGAGAGTGGAATTGAGGTAACGCAAAACCGATGGGA
AHSV-3 (1) AGTTTAATGATTACTGAGAGTGGAATTGAGGTAACGCAAAACCGATGGGA
AHSV-4 (1) AGITTAATGATTACTGARAGTGGAATTGAGGTEACGCAAAACCGATGGGA
R4-24,5,7,10 (1) AGITTAATGATTACTGARAGTGGAATTGAGGTEACGCAAAACCGATGGGA
R4-27,19 (1) AGTTTAATGATTACTGAMAGTGGAATTGAGGTEACGCAAAACCGATGGGA
R4-21, (1) AGTTTAATGATTACTGARMAGTGGAATTGAGGTEACGCAAAACCGATGGGA
R3-25,10 (1) AGTTTAATGATTACTGAGAGTGGAATTGAGGTAACGCAAAACCGATGGGA
R3-23,5 (1) AGITTAATGATTACTGAGAGTGGAATTGAGGTAACGCAAAACCGATGGGA

51 100
AHSV-2 (51) GGAGTGGAGETTTGAEGCGTTAACACCAGTACCEATGGCTGTGGCGGTGA
AHSV-3 (51) GGAGTGGAGTTTTGAAGCGTTAACACCAGTACCAATGGCRGTGGCGGTGA
AHSV-4 (51) BGAGTGGAGITTTGAARGCGTTAACACCAGTACCAATGGCTIGTGGCGGT@A
R4-24,5,7,10 (51) BGAGTGGAGTTTTGAAGCGTTAACACCAGTACCAATGGCTIGTGGCGGTEA
R4-27,10 (51) BGAGTGGAGTTTTGAAGCGTTAACACCAGTACCAATGGCTIGTGGCGGTEA
R4-21, (51) BGAGTGGAGITTTGAAGCGTTAACACCAGTACCAATGGCIGTGGCGGTEA
R3-25,10 (51) GGAGTGGAGTTTTGAAGCGTTAACACCAGTACCAATGGCRGTGGCGGTGA
R3-23,5 (51) GGAGTGGAGTTTTGAAGCGTTAACACCAGTACCAATGGCRGTGGCGGTGA

101 150
AHSV-2 101) ATGTAGGGAGAGGCTCGTTTGACACTGAGATTAAATATGTGAGAGGAAGC
AHSV-3 101) ATGTAGGGAGAGGCTCGTTTGACACTGAGATTAAATATGTGAGAGGAAGC
AHSV-4 101) AEGTAGGGAGAGGCTCGTTTGACACTGAGATTAAATATGTGAGAGGAAGC

( )
( )
( )
R4-24,5,7,10 (101) AEGTAGGGAGAGGCTCGTTTGACACTGAGATTAAATATGTGAGAGGAAGC
( )
( )
( )
( )

R4-27,10 101 AEGTAGGGAGAGGCTCGTTTGACACTGAGATTAAATATGTGAGAGGAAGC
R4-21, 101 AEGTAGGGAGAGGCTCGTTTGACACTGAGATTAAATATGTGAGAGGAAGC
R3-25,10 101) ATGTAGGGAGAGGCTCGTTTGACACTGAGATTAAATATGTGAGAGGAAGC
R3-25 5 101) ATGTAGGGAGAGGCTCGTTTGACACTGAGATTAAATATGTGAGAGGAAGC

151 200
AHSV-2 151 GGTGCﬂGTTCCACCTTATACGAAGAATGGAATGGATCGAAGAGCGATGCC
AHSV-3 151) GGTGCGGTTCCACCTTATACGAAGAATGGAATGGATCGAAGAGCGATGCC
AHSV-4 151 GGTGCGGTTCCACCTTATACGAAGAATGGAATGGAECGAAGAGCGATGCC
R4-24,5,7,10 151 GGTGCGGTTCCACCTTATACGAAGAATGGAATGGAECGAAGAGCGATGCC

( )
( )
( )
( )
R4-27 19 (151) GGTGCGGTTCCACCTTATACGAAGAATGGAATGGAECGAAGAGCGATGCC
( )
( )
( )

R4-21, 151) GGTGCGGTTCCACCTTATACGAAGAATGGAATGGASCGAAGAGCGATGCC
R3-25 10 151) GGTGCGGTTCCACCTTATACGAAGAATGGAATGGATCGAAGAGCGATGCC
R3-2; - 151) GGTGCGGTTCCACCTTATACGAAGAATGGAATGGATCGAAGAGCGATGCC

201 250
AHSV-2 (201) TTCTTTACCAGGAATAACEACTTTGGATGTTGGAGTTAGAGATTTGCGTT
AHSV-3 (201) TTCTTTACCAGGAATAACAACTTTGGATGTTGGAGTTAGAGATTTGCGTT
AHSV-4 (201) TTCTTTACCAGGAATAACAACTTTGGATGTTGGAGTTAGAGATTTGCGTT
R4-24 57,10  (201) TTCTTTACCAGGAATAACAACTTTGGATGTTGGAGTTAGAGATTTGCGTT
R4-2 10 (201) TTCTTTACCAGGAATAACAACTTTGGATGTTGGAGTTAGAGATTTGCGTT
R4-21, (201) TTCTTTACCAGGAATAACAACTTTGGATGTTGGAGTTAGAGATTTGCGTT
R3-25 10 (201) TTCTTTACCAGGAATAACAACTTTGGATGTTGGAGTTAGAGATTTGCGTT
R3-25 s (201) TTCTTTACCAGGAATAACAACTTTGGATGTTGGAGTTAGAGATTTGCGTT

251 300
AHSV-2 (251) TAAAGATGAAGGAGAACAGGGAGGCAGAAAGGGAGAAGATGGAACGAGCC
AHSV-3 (251) TAAAGATGAAGGAGAACAGGGAGGCAGAAAGGGAGAAGATGGAACGAGCC
AHSV-4 (251) TAAAGATGAAGGAGAACAGGGAGGCAGAAAGGGAGAAGATGGAACGAGCC
R4-24 5710 (251) TAAAGATGAAGGAGAACAGGGAGGCAGAAAGGGAGAAGATGGAACGAGCC
R4-2 10 (251) TAAAGATGAAGGAGAACAGGGAGGCAGAAAGGGAGAAGATGGAACGAGCC
R4-21, (251) TAAAGATGAAGGAGAACAGGGAGGCAGAAAGGGAGAAGATGGAACGAGCC
R3-25 10 (251) TAAAGATGAAGGAGAACAGGGAGGCAGAAAGGGAGAAGATGGAACGAGCC
R3-2; o (251) TAAAGATGAAGGAGAACAGGGAGGCAGAAAGGGAGAAGATGGAACGAGCC
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J\ UNIVERSITEIT VAN PRETORIA
UNIVERSITY OF PRETORIA
Quu# YUNIBESITHI YA PRETORIA

301 350

AHSV-2 (301) CTAAGTGGTGGGCTCGATATGGGAAGCTGTAGAATGTATGGGGGAGGAAG
AHSV-3 (301) CTEAGTGGTGGGCTCGATATGGGAAGCTGTAGAATGTATGGGGGAGGAAG
AHSV-4 (301) CTAAGTGGTGGGCTCGATATGGGEAGCTGTAGAATGTATGCRGGAGGAAG
R4-24. 57,10 (301) CTAAGTGGTGGGCTCGATATGGCEAGCTGTAGAATGTATGCRGGAGGAAG
R4-27 19 (301) CTAAGTGGTGGGCTCGATATGGCEAGCTGTAGAATGTATGCRGGAGGAAG
R4-21, (301) CTAAGTGGTGGGCTCGATATGGGEAGCTGTAGAATGTATGCRGGAGGAAG
R3-25 19 (301) CTEAGTGGTGGGCTCGATATGGGAAGCTGTAGAATGTATGGGGGAGGAAG
R3-25 5 (301) CTEAGTGGTGGGCTCGATATGGGAAGCTGTAGAATGTATGGGGGAGGAAG

351 400
AHSV-2 351) AAATGAEGTGCGTGAGATHACCTTGGATGAGGCCGGACCATCACGTACEC
AHSV-3 351) ARATGATGTGCGTGAGATCACCTTGGATGAGGCHGGACCATCECGTACAC
AHSV-4 351) AAATGATGTGCGTGAGATCACCTTGGATGAGGCCGGACCATCACGTACAC
R4-24 57 10 351) AAATGATGTGCGTGAGATCACCTTGGATGAGGCCGGACCATCACGTACAC

( )
( )
( )
( )
R4-27 19 (351) AAATGATGTGCGTGAGATCACCTTGGATGAGGCCGGACCATCACGTACAC
( )
( )
( )

R4-21 351) AAATGATGTGCGTGAGATCACCTTGGATGAGGCCGGACCATCACGTACAC
R3-25,10 351) AAATGATGTGCGTGAGATCACCTTGGATGAGGCHGGACCATCECGTACAC
R3-23,5 351) AAATGATGTGCGTGAGATCACCTTGGATGAGGCHGGACCATCECGTACAC
401 450
AHSV-2 (401) CAAGGAEACTTTCTGTTCAGAGCAATGAAAGECGTTCAGATGATGTGGCE
AHSV-3 (401) CAAGGAAACTTTCTGTTCAGAGCAATGAAAGTICGTTCAGATGATGTGGCA
AHSV-4 (401) CEAGGAAACTTTCTGTTCAGAGHAATGARAGTCGTTCAGABGATGTGGCA
R4-24,5,7,50 (401) CEAGGARACTTTCTGTTCAGAGHAATGAAAGICGTTCAGAGATGTGGCA
R4-27,10 (401) C[@AGGAAACTTTCTGTTCAGAGHAATGARAGTCGTTCAGABGATGTGGCA
R4-21, (401) CEAGGAAACTTTCTGTTCAGAGHAATGAAAGTCGTTCAGABGATGTGGCA
R3-25,10 (401) CAAGGAAACTTTCTGTTCAGAGCAATGAAAGTCGTTCAGATGATGTGGCA
R3-23,5 (401) CAAGGAARACTTTCTGTTCAGAGCAATGAAAGICGTTCAGATGATGTGGCA
451 500
AHSV-2 (451) CGAAGACATGCTGAGTTGGTRGAGATGGAGCGATTAAGAATGATGAAGAA
AHSV-3 (451) CGAAGACATGCTGAGTTGGTGGAGATGGAGCGATTAAGAATGATGAAGAA
AHSV-4 (451) CGAAGACATGCTGAGTTGGTGGAGATGGAGCGAGTAAGAATGATGAAGAA
R4-24,5,7,50  (451) CGAAGACATGCTGAGTTGGTGGAGATGGAGCGASTAAGAATGATGAAGAA
R4-27,10 (451) CGAAGACATGCTGAGTTGGTGGAGATGGAGCGASTAAGAATGATGAAGAA
R4-2, (451) CGAAGACATGCTGAGTTGGTGGAGATGGAGCGASTAAGAATGATGAAGAA
R3-25,10 (451) CGAAGACATGCTGAGTTGGTGGAGATGGAGCGATTAAGAATGATGAAGAA
R3-23,5 (451) CGAAGACATGCTGAGTTGGTGGAGATGGAGCGATTAAGAATGATGAAGAA
501 550
AHSV-2 (501) @GAACCAGTACGTACAGAGAGTATGTGGTGTCAAAGTGATAGTGATGATC
AHSV-3 (501) TGAACCAGTACGTACAGAGAGTATGTGGTGTCAAAGTGATAGTGATGATC
AHSV-4 (501) TGAACCAGTACGTACAGAGAGTATGTGGTGTCAAAGTGARAGTGATGATC
R4-24,5,7,10  (501) TGAACCAGTACGTACAGAGAGTATGTGGTGTCAAAGTGARAGTGATGATC
R4-27,10 (501) TGAACCAGTACGTACAGAGAGTATGTGGTGTCAAAGTGARAGTGATGATC
R4-2, (501) TGAACCAGTACGTACAGAGAGTATGTGGTGTCAAAGTGARAGTGATGATC
R3-25, 19 (501) TGAACCAGTACGTACAGAGAGTATGTGGTGTCAAAGTGATAGTGATGATC
R3-23,5 (501) TGAACCAGTACGTACAGAGAGTATGTGGTGTCAAAGTGATAGTGATGATC
551 584
AHSV-2 (551) AATCTGATGAGGATCACGAGETTGGGAGTACAGA
AHSV-3 (551) AATCTGATGAGGATCACGAGGTTGGGAGTACAGA
AHSV-4 (551) AATCTGATGAGGATCACGAGGTTGGGAGTACAGA
R4-24,5,7,70  (551) AATCTGATGAGGATCACGAGGTTGGGAGTACAGA
R4-27,10 (551) AATCTGATGAGGATCACGAGGTTGGGAGTACAGA
R4-2, (551) AATCTGATGAGGATCACGAGGTTGGGAGTACAGA
R3-25,10 (551) AATCTGATGAGGATCACGAGGTTGGGAGTACAGA
R3-23,5 (551) AATCTGATGAGGATCACGAGGTTGGGAGTACAGA
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VP6 gene (Segment 9)
113 162

AHSV-2 113 GATAGGACAGGCGGCEGCAGCGGAEATTCAAAAACTGAGGGAGAGGAGGC
AHSV-3 113 GATAGGAEEGGCGGCTGCAGCGGAAATTCAAAAACTGAGGGAGAGGAGGC
AHSV-4 113) GATAGGACAGGCGGCTGCAGCGGAAATTCAAAAACTGAGGGAGAGGAGGC
R4-24,5,7,10 113) GATAGGACAGGCGGCTGCAGCGGAAATTCAAAAACTGAGGGAGAGGAGGC

( )
( )
( )
( )
R4-27 19 (113) GATAGGACAGGCGGCTGCAGCGGAAATTCAAAAACTGAGGGAGAGGAGGC
( )
( )
( )

R4-21, 113) GATAGGACAGGCGGCIGCAGCGGAAATTCAAAAACTGAGGGAGAGGAGGC
R3-25,19 113 GATAGGAEEGGCGGCTGCAGCGGAAATTCAAAAACTGAGGGAGAGGAGGC
R3-23 5 113 GATAGGAEEGGCGGCTGCAGCGGAAATTCAAAAACTGAGGGAGAGGAGGC

163 212
AHSV-2 (163) EAAGGCTGGAGGGGGCGATAGACGGATTGGAGGATTAGCEACGCAGGAGA
AHSV-3 (163) GAAGGCTGGAGGGGGCGATAGACGGATTGGAGGATTAGCAACGCAGGAGA
AHSV-4 (163) GAAGGCTGGAGGGGGCGATAGACGGATTGGAGGATTAGCAACGCAGGAGA
R4-24,5,7,10 (163) GAAGGCTGGAGGGGGCGATAGACGGATTGGAGGATTAGCAACGCAGGAGA
R4-27 19 (163) GAAGGCTGGAGGGGGCGATAGACGGATTGGAGGATTAGCAACGCAGGAGA
R4-21, (163) GAAGGCTGGAGGGGGCGATAGACGGATTGGAGGATTAGCAACGCAGGAGA
R3-25,19 (163) GAAGGCTGGAGGGGGCGATAGACGGATTGGAGGATTAGCAACGCAGGAGA
R3-25,5 (163) GAAGGCTGGAGGGGGCGATAGACGGATTGGAGGATTAGCAACGCAGGAGA

213 262
AHSV-2 213 TTGCAGACTTTGTGAAGAAGAAGATCGGAGTTGAAGTTCAGGTGTTETCT
AHSV-3 213) TTGCAGACTTTGTGAAGAAGAAGATCGGAGTTGAAGTTCAGGTGTTTITCT
AHSV-4 213) TTGCAGACTTTGTGAAGAAGAAGATCGGAGTTGAAGTTCAGGTGTTTITCT

( )
( )
( )
R4-24,5,7,10  (213) TTGCAGACTTTGTGAAGAAGAAGATCGGAGTTGAAGTTCAGGTGTTITCT
( )
( )
( )
( )

R4-27,19 213) TTGCAGACTTTGTGAAGAAGAAGATCGGAGTTGAAGTTCAGGTGTTITCT

R4-21, 213) TTGCAGACTTTGTGAAGAAGAAGATCGGAGTTGAAGTTCAGGTGTTITCT

R3-25,10 213) TTGCAGACTTTGTGAAGAAGAAGATCGGAGTTGAAGTTCAGGTGTTITCT

R3-23,5 213) TTGCAGACTTTGTGAAGAAGAAGATCGGAGTTGAAGTTCAGGTGTTITCT
263 312

AHSV-2 (263) AAAGGAATGAGCAACTTATTTACTGTAGATAAGTCATTGCTTGAGCGGGG

AHSV-3 (263) AAAGGAATGAGCAACTTATTTACTGTAGATAAGTCATTGCTTGAGCGGGG

AHSV-4 (263) AAAGGAATGAGCAACTTATTTACTGTAGATAAGTCATTGCTTGAGCGGGG

R4-24,5,7,00 (263) AAAGGAATGAGCAACTTATTTACTGTAGATAAGTCATTGCTTGAGCGGGG

R4-27,19 (263) AAAGGAATGAGCAACTTATTTACTGTAGATAAGTCATTGCTTGAGCGGGG

R4-21, (263) AAAGGAATGAGCAACTTATTTACTGTAGATAAGTCATTGCTTGAGCGGGG

R3-25,190 (263) AAAGGAATGAGCAACTTATTTACTGTAGATAAGTCATTGCTTGAGCGGGG

R3-23,5 (263) AAAGGAATGAGCAACTTATTTACTGTAGATAAGTCATTGCTTGAGCGGGG
313

AHSV-2 (313) TGGGTTAGGG

AHSV-3 (313) TGGGTTAGGE

AHSV-4 (313) TGGGTTAGGH

R4-24,5,7,10 (313) TGGGTTAGGH

R4-27, 10 (313) TGGGTTAGGH

R4-21, (313) TGGGTTAGGH

R3-25,10 (313) TGGGTTAGGE

R3-23,5 (313) TGGGTTAGGE
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NS3 gene (Segment 10)
351 400

AHSV-2 165) BATETTTATERGCCOESNXSGCTRAACHATGGCHACHT CETRGINGGRAGCHA
AHSV-3 165) GATCTTTATGAGCGGETCEGTRAACGRTGGCHACCTCGATGGCGGGCGGET
AHSV-4 351) GATCTTTATHAGCGGATGTGTGACGITGGCAACATCGATGCIMGGRGGGT

( )
( )
( )
R4-24,5,7,10 (165) WATETTTATHENGC NN TRAACHATGGCHACHT CINETRGHNGGRAGCCHA
( )
( )
( )

R4-27,10 165) BATETTTATERGCCOONNSGTRAACHATGGCHACHT CIE TRGINGGRGCHA
R4-21, 165) BATETTTATEIGCCOEONNSGCTRAACHATGGCHACHT CE TRGINGGRGCHA
R3-25,10 165) BATETTTATEIGCCOESNNSGCTRAACHATGGCHACHT CIETRGINGGRGCH]

401 450
AHSV-2 ZRRCHIN G T C 2N C GH IR G A G TIN T G CliARIGCIIT TTGGCG T TRRNA TEGAAIA)
AHSV-3 215) TAARGATTATHGATARTGAAATATATGAAGACCH-——-—- TAGHGERAGAT
AHSV-4 401) TAAGTATIETCGATAGCGAAATATTTGAAGAIA-————- TARGGAGRAC

( )
( )
( )
RA-2,5,0  (215) TERSAATEETECH 1 ERECAN, " HEE" e NN e
( )
( )
( )

R4-29,1 ZRRSDIN G T C 2N C GH TICERIG A G TR T G ClIARIGCIIT TTGGCG T TRRNA TG AAIA
R4-24 ZRRSDIN G T C 2N C GI TICERG A GO TR T G ClIARIGCIIT TTGGCG T TRRNA TEGAAIA)
R3-25,10 215) TEREAA TEETHCATENECA A TR RS ERCEse N CEN 2

451 500
AHSV-2 265) [ENECRATTCCETENSA~ 2 A~ CCETECANGCIITRAAAT T TGHTIATGTACHAC
AHSV-3 259) ==-GGTTGGCTEMEGAAGACGATTCACGCHITGAATTTGCTGTGTACCAC
AHSV-4 445) ===GRTTGGTTAGTGAARMACGATACANMGGGCTGAATTTGHTITGTACCAC

(265)
( )
( )
R4-24,5,7,10 (265) EXECRATTCCETENSA22RAACCETECANGCHTRAAATTTCGRTRATGTACHAC
(265)
(265)
( )

R4-24,10 265) [ENEcRATTCGCETENSN: 2R~ CCETECANGCIITRAAT T TGHTIATGTACHAC
R4-21, 265) [ENEcRATTCGCETENSN: 2 A~ CCETECANGCIITRAAT T TGHTIATGTACHAC
R3-25,10 265) EXECRATTCCETENSN:2AAACCETECANGCRITRAAATT TGHTIRTGTACHAC

501 550
AHSV-2 315) EATEeTRETEcCRACCENN~ 2R TRTCECA R e TENIACARAGAGATIE
AHSV-3 306) TRTETTGTTAGCGGCTGGAARRATRTCAGATAAAATACAGGAGGAGATCT
AHSV-4 492) BAGTTTTGTTEGCGGCEGGMAAGATTTCTGATAAAATACARGAGGAGATHT

(315)
(306)
(492)
R4-24,5,7,10 (315) ERATESTSTEcCRACCENNA A TRTCEc R AEe TN RGAGATHE
( )
(315)
(315)

R4-27,10 315) ERATEYTRSTEcCRC NS~ TAT CEcARA A Ee TENGACARAGAGATHNE
R4-21, 315) EATEeTRETEcCRACCEONN~ 2R TRTCEC2 R e TENIACARAGAGATIE
R3-25,10 315) EATEeTNETEcCRCCEONN~ 2R TRTCECA R e TENIACARAGAGATIE

551 600
AHSV-2 365) ClOXgercArrMAcRCAEATEcCGARRAAGAERAT CETABGTRT CRAGCHGCE
AHSV-3 356) CACECACARAGCGGGATATAGCGAAGAGAGARTCATATGTITCCGCGGCT
AHSV-4 542) CACAEACARAGCGTGATATIGCGAARAGAGAGTCTTARGTRTCTGCGGCE

( )
( )
(542)
R4-24,5,7,10 (365) CEXgercrrrcRAcrEATEcCccArARAGAREAT CETARGTRATCRAGCHGCE
(365)
( )
( )

R4-27,10 365) ClOXgercrrrMACRCAEATEGCCARRAGAERAT CEBTABGTRT CRAGCHGCE
R4-21, 365) ClEXgercArrMAGCRCAEATEGCCARRAACAMERAT CETABGTRT CRAGCHGCE
R3-25,10 365) CloXegercrrr MAGRCAEATEGCCARRAACAMERAT CETABGTRT CRAGCHGCE

601 650
AHSV-2 415) ASEATGTCRTGCERATGCEGATACHGVNNSNE T~ TTAMENCINNE TR~ AN~
AHSV-3 406) AGTATGTCHTGGAGTGGGGATACGAGCGTETATTAAARNGRAGCETRAARRTA
AHSV-4 592) AGTATGTCATGGARTGGAGATACTEARMGTATTATTABAGGCAATTAAGTA

( )
( )
( )
R4-24,5,7,10 (415) ASEATGTCHTGGERTGCEGATACHIVNNINE T~ T T~ MeIACENe TR~ AN~
( )
( )
( )

R4-27,10 415) AMEATGTCHTGCERATGCEGATA VNGNS T~ T T ASSACENE TR~ AN~
R4-21, 415) AHEATGTCHTGCERTGCEGATA VNGNS T~ T T A SSACENE TR~ AN~
R3-25,10 415) AHEATGTCHTGCERTGCEGATA VNGNS T~ T T A SSACENE TR~ AN~
651
AHSV-2 (465) TGGRGAIXEEC
AHSV-3 (456) TGGCGRAEAGCTAG
AHSV-4 (642) TGGCGATAGCTAG
R4-24,5,7,10 (465) TGCRG: INESEC
R4-27,10 (465) TGGRGAIXEEC
R4-21, (465) TGGRGAIXEEC
R3-25,10 (465) TGGRGL/IXEC
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APPENDIX B
Amino acid sequence alignment of NS3 of AHSV-2, AHSV-3 and AHSV-4. Dots indicate identity to AHSV-2
82/61 NS3.
1 50
AHSV-2 82/61 MNLASTISQSYMSHNENERSIVPYIPPPY-HPTAPALAVSASQMETMSLGT
AHSV-3 M322/97 .S..T.AEN..M..G.Q.A....V....AYAN..TLGGQ.GE..S.....
AHSV-4 HS39/97 ....T.AKN.SM..GESGA....V....NFAS..TFSQRT....SV....
51 100
AHSV-2 82/61 LNQAMSSSAGASGALKDEKAAFGAVAEALRDPEPTRKIKRRVGIQTLKTL
AHSV-3 M322/97  ....... 1 1Y Q..KH..LR...H.
AHSV-4 HS39/97  ....... Tl e e e e e et eeeeees 1Y Q..KQ...R...N.
101 150
AHSV-2 82/61 KVELSGMRRKKLILKIIMFICANVTMATSLVGGMSIVDEDIAKHLAFDGK
AHSV-3 M322/97 .I..AS...RYA..RVVI.MSGC...... MA..LT.I.NE.YED.SG..-
AHSV-4 HS39/97 .M. .AT..... SA...MI..SGC..L...M...L....DE.LRDYKNND-
151 200
AHSV-2 82/61 GDWVSKTVHGLNLLCTTMLLAANKISEKVREEIARTKRDIAKRQSYVSAA
AHSV-3 M322/97 --.L Te i G...D.IQ...S...cun... E......
AHSV-4 HS39/97 ——.IM..T......... V....G...D.MQO...S......... E......
201 220
AHSV-2 82/61 TMSWDGDSVTLLRDVKYGD-
AHSV-3 M322/97 S...S..TSV..KE..... S
AHSV-4 HS39/97 S...S..TEM..QGI...ES
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