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Appendix

L

>A24
MNTTDCFIALVHAIREIRAFFLPRATGRMEFTLHNGERKVFYSRPNNHDNCWLNTILQLFRYVGEPFFDWVYDSPENLTLEAIEQLEELTGLELHEGGPPALV
IWNIKHLLHTGIGTASRPSEVCMVDGTNMCLADFHAGIFLKGQEHAVFACVTSNGWYAIDDEDFYPWTPDPSDVLVFVPYDQEPLNGEWKTKVQQKLK

>A10
MNTTNCFIALVYLIREIKTLFRSRTTGKMEFTLHNGEKKTFYSRPNNHDNCWLNTILQLFRYVDEPFFDWVYNSPENLTLDAIKQLENFTGLELHEGGPPALV
IWNIKHLLQTGIGTASRPSEVCMVDGTDMCLADFHAGIFMKGQEHAVFACVTSDGWYAIDDEDFYPWTPDPSDVLVFVPYDQEPLNGDWKTLVQRKLK

>C3
MNTTDCFIALVHAIREITIAIFFPRTAGKMEFTLYTGEKKTFYSRPNNHDNCWLNAILQLFRYVDEPFFDWVYNSPENLTLEAIKQLEELTGLELHEGGPPALV
IWNIKHLLNTGIGTASRPSEVCMVDGTDMCLADFHAGIFLKGQEHAVFACVTSNGWYAIDDEDFYPWTPDPSDVLVFVPYDQEPLNGEWKTKVQQKLK

>01
MNTTDCFIALVQAIREIKALFLPRTTGKMELTLYNGEKKTFYSRPNNHDNCWLNAILQLFRYVEEPFFDWVYSSPENLTLEAIKQLEDLTGLELHEGGPPALV
IWNIKHLLHTGIGTASRPSEVCMVDGTDMCLADFHAGIFLKGQEHAVFACVTSNGWYAIDDEDFYPWTPDPSDVLVFVPYDQEPLNGEWKAKVQRKLK

>0/SAR
MSTTDCFIALLYAFREIKTLFLSRAQGKMEFTLHNGEKKTFYSRPNNHDNCWLNTILQLFRYVDEPFFDWVYYSPENLTLDAIKQLEEITGLELHEGGPPALV
IWNIKHLLNTGIGTASRPNEVCMVDGTDMCLADFHAGIFLKGQEHAVFACVTSNGWYAIDDEDFYPWTPDPSDVLVFVPYDQEPLNGEWKAKVQKRLR

>SAT1
MKTTDCFNVLFEIFHRLRHTFKAERKMEFTLYNGEKKTFYSRPNEHGNCWLNSLLQLFRYVDEPLFESEYLSPENKTLDMIRQLSDYTKLDLSDGGPPALVLW
LIKDCLQTGVGTSTRPSEICVINGVVMTLADFHAGIFIKGTEHAVFALNTSEGWYAIDDEVFYPWTPDPENVLAYVPYDQEPLDVDWQDRAGLFLR

>KNP1
MKTTDCFSVLFEIFHRLRHTLKTERKMEFTLYNGERKTFYSRPNKHGNCWLNSLLQLFRYVDEPLFESEYLSPENKTLDMIKQLSDYTKLDLSDGGPPALVLW
LIKGCLQTGVGTSTRPSEICVINGVTMTLADFHAGIFIKGTEHAVFALNTSEGWYAIDDEVFYPWTPDPENVLAYVPYDQEPLDVDWQERAGLFLR

>SAT2
MKTTDCFNVLLEIIYRFRHTFKTDRKMEFTLYNGEKKTFYSRPNKHGNCWLNSLLQLFRYVDEPLFESEYLSPENKTLDMIKQLSDYTKLDLSDGGPPALVLR
LIKDCLQTGVGTSTRPSEICVINGVVMTLADFHAGIFIKGTGHAVFALNTSEGWYAIDDEVFYPWTPDPENVLAYVPYDQEPLDVDWQDRAGLFLR

>SAT3
MKTTDCFNALLEIFHRFRQTLNTNRKMEFTLYNGEKKTFYSRPNTHGNCWLNSLLQLFRYVDEPLFESEYLSPENKTLDMIKQLSDYTKLDLTDGGPPALVLW
LIKDCLQTGVGTSTRPSEICVINGVVMTLADFHAGIFIKGTEHAVFALNTSEGWYAIDDEVFYPWTPDPENVLAYVPYDQEPLDVDWQDRAGLFLR

VP1

>A24
TTATGESADPVTTTVENYGGETQIQRRHHTDIGFIMDRFVKIQSLSPTHVIDLMQTHQHGLVGALLRAATYYFSDLEIVVRHEGNLTWVPNGAPESALLNTSN
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PTAYNKAPFTRLALPYTAPHRVLATVYNGTSKYAVGGSGRRGDMGSLAARVVKQLPASFNYGAIKADATIHELLVRMKRAELYCPRPLLAIEVSSQDRHKQKII
APAKQ

>A10
TTATGESADPVTTTVENYGGETQVQRRHHTDVGFIMDRFVKINSLSPTHVIDLMHTHKHG IVGALLRAATYYFSDLEIVVRHDGNLTWVPNGAPEAALSNTSN
PTAYNKAPFTRLALPYTAPHRVLATVYNGTSKYSASGSRRGDLGSLATRVATQLPASFNYGAIKAQATHELLVRMKRAELYCPRPLLATEVSSQDRYKQKITA
PAKQ

>C3
TTTTGESADPVTTTVENYGGETQVQRRHHTDVAFVLDRFVKVPVSDRQQHTLDVMQVHKDSIVGALLRAATYYFSDLETIAVTHTGKLTWVPNGAPVSALDNTT
NPTAYHKGPLTRLALPYTAPHRVLATTYTGTTTYTTSARRGDSAHLAAAHARHLPTSFNFGAVKAETVTELLVRMKRAELYCPRPILPIQPTGDRHKQPLIAP
AKQ

>01
TTSAGESADPVTTTVENYGGETQIQRRQHTDVSFIMDRFVKVTPQNQINILDLMQVPSHTLVGALLRASTYYFSDLEIAVKHEGDLTWVPNGAPEKALDNTTN
PTAYHKAPLTRLALPYTAPHRVLATVYNGECRYSRNAVPNLRGDLQVLAQKVARTLPTSFNYGAIKATRVTELLYRMKRAETYCPRPLLAIHPTEARHKQKIV
APVKQ

>0/SAR
TTSTGESADPVTATVENYGGETQVQRRQHTDVSFILDRFVKVTPKDQINVLDLMQTPAHTLVGALLRTATYYFADLEVAVKHEGNLTWVPNGAPETALDNTTN
PTAYHKAPLTRLALPYTAPHRVLATVYNGNCKYGESPVTNVRGDLQVLAQKAARTLPTSFNYGAIKATRVTELLYRMKRAETYCPRPLLAIHPSEARHKQKIV
APVKQ

>SAT1
TTSAGEGAEPVTVDASQHGGNSRGVHRQHTDVSFLLDRFTLVGKTQNNKMTLDLLQTKEKALVGAILRAATYYFSDLEVACLGENKWVGWTPNGAPELEEVGD
NPVVFSNRGATRFALPFTAPHRCLATTYNGDCKYKPAGTAPRDNIRGDLAVLAQRIAGETHIPTTFNYGRIYTEAEVDVYVRMKRAELYCPRPLLTHYDHNGK
DRYKTAITKPAKQ

>KNP1
TTSAGEGAEPVTTDASQHGGDRRTTRRHHTDVSFLLDRFTLVGKTQDNKLTLDLLQTKEKALVGAILRAATYYFSDLEVACVGDNKWVGWTPNGAPELAEVGD
NPVVFSKGRTTRFALPYTAPHRCLATAYNGDCKYKPTGTAPRENIRGDLATLAARIASETHIPTTFNYGRIYTDTEVDVYVRMKRAELYCPRPVLTHYDHGGR
DRYRTAITKPVKQ

>SAT2
TTSSGEGADVVTTDPSTHGGAVTEKKRVHTDVAFVMDRFTHVLTNRTAFAVDLMDTNEKTLVGALLRAATYYFCDLEI ACLGEHERVWWQPNGAPRTTTLRDN
PMVFSHNNVTRFAVPYTAPHRLLSTRYNGECKYTQQSTAIRGDRAVLAAKYANTKHKLPSTFNFGYVTADKPVDVYYRMKRAELYCPRPLLPGYDHADRDRFD
SPIGVKKQ

>SAT3
TTSAGEGADVVTTDVTTHGGEVSVPRRQHTNVEFLLDRFTHIGTINGHRTICLLDTKEHTLVGAILRSATYYFCDLEVAVLGNAKYAAWVPNGCPHTDRVEDN
PVVHSKGSVVRFALPYTAPHGVLATVYNGNCKYSTTQRVAPRRGDLGALSRRVENETTRCIPTTFNFGRLLCESGDVYYRMKRTELYCPRPL RVRYTHTADR
YKTPLVKPEKQ

VP2

>A24
DKKTEETTLLEDRILTTRNGHTTSTTQSSVGVTHGYSTEEDHVAGPNTSGLETRVVQAERFYKKYLFDWTTDKAFGHLEKLELPSDHHGVFGHLVDSYAYMRN
GWDVEVSAVGNQFNGGCLLVAMVPEWKEFDTREKYQLTLFPHQFISPRTNMTAHITVPYLGVNRYDQYKKHKPWTLVVMVVSPLTVNNTSAAQIKVYANIAPT
YVHVAGELPSKE

>A10
DKKTEETTLLEDRILTTRNGHTTSTTQSSVGVTYGYSTEEDHVAGPNTSGLETRVVQAERFFKKFLFDWTTDKPFGHLTKLELPTDHHGVFGHLVDSYAYMRN
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GWDVEVSAVGNQFNGGCLLVAMVPEWKEFDTREKYQLTLFPHQFISPRTNMTAHITVPYLGVNRYDQYKKHKPWTLVVMVLSPLTVSNTAATQIKVYANIAPT
YVHVAGELPSKE

>C3
DKKTEETTLLEDRILTTRNGHTTSTTQSSVGVTYGYATAEDSSSGPNTSGLETRVHQAERFFKMTLFDWVPSQNFGHMHKVVLPTDPKGVYGGLVKSYAYMRN
GWDVEVTAVGNQFNGGCLLVALVPEMGDISDREKYQLTLYPHQFINPRTNMTAHITVPYVGVNRYDQYKQHKPWTLVVMVVAPLTVNTSGAQQIKVYANIAPT
NVHVAGELPSKE

>01
DKKTEETTLLEDRILTTRNGHTTSTTQSSVGVTYGYATAEDFVSGPNTSGLETRVVQAERFFKTHLFDWVTSDSFGRYHLLELPTDHKGVYGSLTDSYAYMRN
GWDVEVTAVGNQFNGGCLLVAMVPELCSIQKRELYQLTLFPHQFINPRTNMTAHITVPFVGVNRYDQYKVHKPWTLVVMVVAPLTVNTEGAPQIKVYANIAPT
NVHVAGEFPSKE

>0/SAR
DKKTEETTLLEDRILTTRNGHTTSTTQSSVGVTYGYATAEDFVSGPNTSGLETRVVQAERFFKTHLFDWVTSDPFGRLLELPTDHKGVYGSLTDSYAYMRNGW
DVEVTAVGNQFNGGCLLVAMVPELCSIDKRELYQLTLFPHQFINPRTNMTAHITVPFVGVNRYDQYKVHKPWTLVVMVVAPLTVNTEGAPQIKVYANIAPTNV
HVAGEFPSKE

>SAT1
DKKTEETTLLEDRILTTSHGTTTSTTQSSVGVTYGYAESDHFLPGPNTNGLETRVEQAERFFKHKLFDWTLEQQFGTTHILELPTDHKGIYGQLVDSHSYIRN
GWDVEVSATATQFNGGCLLVAMVPELCKLADREKYQLTLFPHQFLNPRTNTTAHIQVPYLGVDRHDQGTRHKAWTLVVMVVAPYTNDQTIGSTKAEVYVNIAP
TNVYVAGEKPAKQ

>KNP1
DKKTEETTLLEDRILTTSHGTTTSTTQSSVGITYGYADSDRFLPGPNTNGLETRVEQAERFFKHKLFDWTLEQRFGTTHVLELPTDHKGIYGQLVDSHSYIRN
GWDVEVSATATQFNGGCLLVAMVPELCKLSEREKYQLTLFPHQFLNPRTNTTAHIQVPYLGVDRHDQGTRHKAWTLVVMVVAPYTNDQTIGSNKAEVYVNIAP
TNVYVAGEKPAKQ

>SAT2
DKKTEETTLLEDRILTTRHGTTTSTTQSSVGITYGYADADSFRPGPNTSGLETRVEQAERFFKEKLFDWTSDKPFGTLYVLELPKDHKGIYGSLTDAYTYMRN
GWDVQVSATSTQFNGGSLLVAMVPELCSLKDREEFQLSLYPHQFINPRTNTTAHIQVPYLGVNRHDQGKRHQAWSLVVMVLTPLTTEAQMQSGTVEVYANIAP
TNVFVAGEKPAKQ

>SAT3
DKKTEETTHLEDRILTTRHNTTTSTTQSSVGVTYGYVSADRFLPGPNTSGLESRVEQAERFFKERLFTWTASQEYAHVHLLELPTDHKGIYGVMVDSHAYVRN
GWDVQVTATSTQFNGGTLLVAMVPELHSMDTRDVSQLTLFPHQFINPRTNTTAHIVVPYVGVNRHDQVQMHKAWTLVVAVMAPLTTASMGQDNVEVYANIAPT
NVYVAGERPSKQ

VP3

>A24
GIFPVACADGYGGLVTTDPKTADPAYGKVYNPPRTNYPGRFTNLLDVAEACPTFLCFDDGKPYVTTRTDDTRLLAKFDLSLAAKHMSNTYLSGIAQYYTQYS
GTINLHFMFTGSTDSKARYMVAYIPPGVETPPDTPERAAHCIHAEWDTGLNSKFTFSIPYVSAADYAYTASDTAETINVQGWVCIYQITHGKAENDTLVVSV
SAGKDFELRLPIDPRQQ

>A10
GIFPVACADGYGGLVTTDPKTADPVYGKVYNPPRTNYPGRFTNLLDVAEACPTFLCFDDGKPYVVTRTDDTRLLAKFDVSLAAKHMSNTYLSGIAQYYTQYS
GTINLHFMFTGSTDSKARYMVAYIPPGVETPPDTPEEAAHCIHAEWDTGLNSKFTFSIPYVSAADYAYTASDTAETTNVQGWVCVYQITHGKAENDTLVVSA
SAGKDFELRLPIDPRPQ

>C3
GIFPVACADGYGNMVTTDPKTADPAYGKVYNPPRTALPGRFTNYLDVAEACPTFLVFENVPYVSTRTDGQRLLAKFDVSLAARHMSNTYLAGLAQYYTQYAG
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TINLHFMFTGPTDAKARYMVAYVPPGMEAPENPEEAAHCIHAEWDTGLNSKFTFSIPYISAADYAYTASNEAETTCVQGWVCVYQITHGKADADALVISASA
GKDFELRLPVDARQQ

>01
GIFPVACSDGYGGLVTTDPKTADPVYGKVFNPPRNQLPGRFTNLLDVAEACPTFLHFEGDVPYVTTKTDSDRVLAQFDMSLAAKHMSNTFLAGLAQYYTQYS
GTINLHFMFTGPTDAKARYMIAYAPPGMEPPKTPEAAAHCIHAEWDTGLNSKFTFSIPYLSAADYAYTASDVAETTNVQGWVCLFQITHGKADGDALVVLAS
AGKDFELRLPVDARAE

>0/SAR
GIFPVACSDGYGGLVTTDPKTADPAYGKVFNPPRNMLPGRFTNFLDVAEACPTFLHFEGGVPYVTTKTDSDRVLAQFDLSLAAKHMSNTFLAGLAQYYTQYS
GTINLHFMFTGPTDAKARYMIAYAPPGMEPPKTPEAAAHCIHAEWDTGLNSKFTFSIPYLSAADYAYTASDAAETTNVQGWVCLFQITHGKADGDALVVLAS
AGKDFELRLPVDARTQ

>SAT1
GILPVAVSDGYGGFQNTDPKTSDPVYGHVYNPARTGLPGRFTNLLDVAEACPTFLDFNGVPYVTTQSNSGSKVLTRFDLAFGHKNLKNTFMSGLAQYYAQYS
GTLNLHFMYTGPTNNKAKYMVAYIPPGTHPLPETPEMASHCYHAEWDTGLNSTFTFTVPYVSAADYAYTYSDEPEQASVQGWVGVYQVTDTHEKDGAVVVSI
SAGPDFEFRMPISPSRQ

>KNP1
GILPVAVSVGYGGFQNTDPKTSDPVYGHVYNPARTGLPGRFTNLLDVAEACPTLLDFNGVPYVTTQANSGSKVLTCFDLAFGHKNLKNTFMSGLAQYYTQYS
GTLNLHFMYTGPTNNKAKYMVAYIPPGTHPLPETPEMASHCYHAEWDTGLNSTFTFTVPYVSAADFAYTYSDEPEQASVQGWVGVYQVTDTHEKDGAVVVSV
SAGPDFEFRMPISPSRQ

>SAT2
GIIPVACFDGYGGFQNTDPKTADPIYGYVYNPSRNDCHGRYSNLLDVAEACPTFLNFDGKPYVVTKNNGDKVMTCFDVAFTHKVHKNTFLAGLADYYAQYQG
SLNYHFMYTGPTHHKAKFMVAYIPPGIETDRLPKTPEDAAHCYHSEWDTGLNSQFTFAVPYVSASDFSYTHTDTPAMATTNGWVAVFQVTDTHSAEAAVVVS
VSAGPDLEFRFPVDPVRQ

>SAT3
GIIPVACNDGYGGFQNTDPKTADPIYGLVSNPPRTAFPGRFTNLLDVAEACPTFLDFDGVPYVKTTHNSGSKILTHIDLAFGHKSFKNTYLAGLAQYYAQYS
GSINLHFMYTGPTQSKARFMVAYIPPGTTPVPNTPEQAAHCYHSEWDTGLNSKFTFTVPYMSAADFAYTYCDEPEQASAQGWVTLYQITDTHDPNSAVLVSV
SAGADFELRLPINPTAQ

VP4

>A24
GAGQSSPATGSQNQSGNTGSIINNYYMQQYQNSMDTQLGDNAISGGSNEGSTDTTSTHTTNTQNNDWFSKLASSAFTGLFGALLA

>A10
GAGQSSPATGSQNQSGNTGSIINNYYMQQYQNSMDTQLGDNAISGGSNEGSTDTTSTHTTNTQNNDWFSKLASSAFTGLFGALLA

>C3
GAGQSSPATGSQNQSGNTGSIINNYYMQQYQNSMDTQLGDNAISGGSNEGSTDTTSTHTTNTQNNDWFSKLASSAFSGLFGALLA

>01
GAGQSSPATGSQNQSGNTGSIINNYYMQQYQNSMDTQLGDNAISGGSNEGSTDTTSTHTTNTQNNDWFSKLASSAFSGLFGALLA
>0/SAR
GAGQSSPATGSQNQSGNTGSIINNYYMQQYQNSMDTQLGDNAISGGSNEGSTDTTSTHTTNTQNNDWFSKLASSAFSGLFGALLA
>SAT1
GAGQSSPATGSQNQSGNTGSIINNYYMQQYQNSMDTQLGDNAISGGSNEGSTDTTSTHTNNTQNNDWFSKLAQSAFSGLVGALLA
>KNP1

GAGQSSPATGSQNQSGNTGSIINNYYMQQYQNSMDTQLGDNAISGGSNEGSTDTTSTHTNNTQNNDWFSKLAQSAFSGLVGALLA
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>SAT2
GAGHSSPVTGSQNQSGNTGSIINNYYMQQYQNSMDTQLGDNAISGGSNEGSTDTTSTHTNNTQNNDWFSKLAQSAISGLFGALLA

>SAT3
GAGQSSPATGSQNQSGNTGSIINNYYMQQYQNSMDTQLGDNAISGGSNEGSTDTTSTHTNNTQNNDWFSKLAQSAISGLFGALLA

2A

>A24
LLNFDLLKLAGDVESNPG

>A10
LLNFDLLKLAGDVESNPG

>C3
LSNFDLLKLAGDVESNPG

>01
TLNFDLLKLAGDVESNPG

>0/SAR
LLNFDLLKLAGDVESNPG

>SAT1
LGNFELLKLAGDVESNPG

>KNP1
LCNFDLLKLAGDVESNPG

>SAT2
LCNFDLLKLAGDVESNPG

>SAT3
LCNFDLLKLAGDVESNPG

2B

>A24
PFFFSDVRSNFSKLVDTINQMQEDMSTKHGPDFNRLVSAFEELATGVKAIRTGLDEAKPWYKLIKLLSRLSCMAAVAARSKDPVLVAIMLADTGLEILDSTF
VVKKISDSLSSLFHVPAPVFSFGAPILLAGLVKVASSFFRSTPEDLERAEKQ

>A10
PFFFADVRSNFSKLVDTINQMQEDMSTKHGPDFNRLVSAFEELATGVKAIRTGLDEAKPWYKLIKLLSRLSCMAAVAARSKDPVLVAIMLADTGLEILDSTF
VVKKISDSLSSLFHVPAPAFSFGAPILLAGLVKVASSFFRSTPEDLERAEKQ

>C3
PFFFSDVRSNFSKLVETINQMQEDMSTKHGPDFNRLVSAFEELATGVKAIRTGLDEAKPWYKLIKLLSRLSCMAAVAARSKDPVLVAIMLADTGLEILDSTF
VVKKISDSLSSLFHVPAPVFSFGAPILLAGLVKVASSFFRSTPEELERAEKQ

>01
PFFFSDVRSNFSKLVETINQMQEDMSTKHGPDFNRLVSAFEELAIGVKAIRTGLDEAKPWYKLIKLLSRLSCMAAVAARSKDPVLVAIMLADTGLEILDSTF
VVKKISDSLSSLFHVPAPVFSFGAPVLLAGLVKVASSFFRSTPEDLERAEKQ
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>0/SAR
PFFFSDVRSNFSKLVETINQMQEDMSTKHGPDFNRLVSAFEELATGVKAIRTGLDEAKPWYKLIKLLSRLSCMAAVAARSKDPVLVAIMLADTGLEILDSTF
VVKKISDSLSSLFHVPAPVFSFGAPILLAGLVKVASSFFRSTPEDLERAEKQ

>SAT1
PFFFSDVRENFTKLVDSINSMQQDMSTKHGPDFNRLVSAFEELTQGVKAIKEGLDEAKPWYKVIKLLSRLSCMAAVAARSKDPVLVAIMLADTGLEILDSTF
VVKKISDALSSVFHVPAPVFSFGAPILLAGLVKVASTFFRSTPEDLERAEKQ

>KNP1
PFFFADVRENFTKLVDSINNMQHDMSTKHGPDFNRLVSAFEELTKGVKAIKDGLDEAKPWYKVIKLLSRLSCMAAVAARSKDPVLVAIMLADTGLEILDSTF
VVKKISDALSSVFHVPAPVFSFGAPILLAGLVKVASTFFRSTPEDLERAEKQ

>SAT2
PFFFSDVRENFTKLVESINNMQQDMSTKHGPDFNRLVSAFEELTKGVKAIKDGLDEAKPWYKVIKLLSRLSCMAAVAARSKDPVLVAIMLADTGLEILDSTF
VVKKISDALSSVFHVPAPVFSFGAPILLAGLVKVASTFFRSTPEDLERAEKQ

>SAT3
PFFFADVRENFTKLVDSINSMQQDISTKHGPDFNRLVSAFEELTKGVKAIKDGLDEAKPWYKIIKLLSRLSCMAAVAARSKDPVLVAIMLADTGLEILDSTF
VVKKISDALSSVFHVPAPVFSFGAPVLLAGLVKVASTFFRSTPEDLERAEKQ

2C

>A24
LKARDINDIFAILKNGEWLVKLILAIRDWIKAWIASEEKFVTTTDLVPGILEKQRDLNDPSKYKEAKEWLDNARQACLKSGNVHIANLCKVVAPAPSRSRPE
PVVVCLRGKSGQGKSFLANVLAQAISTHFTGRTDSVWYCPPDPDHFDGYNQQTVVVMDDLGQNPDGKDFKYFAQMVSTTGF IPPMASLEDKGKPFNSKVIIA
TTNLYSGFTPRTMVCPDALNRRFHFDIDVSAKDGYKINNKLDIIKALEDTHTNPVAMFQYDCALLNGMAVEMKRMQQDMFKPQPPLQNVYQLVQEVIERVEL
HEKVSSHPIFKQ

>A10
LKARDINDIFAILKNGEWLVKLILAIRDWIKAWIASEEKFVTMTDLVPGILEKQRDLNDPGKYKEAKEWLDNARQACLKSGNVHIANLCKVVAPAPSKSRPE
PVVVCLRGKSGQGKSFLANVLAQAISTHFTGRTDSVWYCPPDPDHFDGYNQQTVVVMDDLGQNPDGKDFKYFAQMVSTTGF IPPMASLEDKGKPFNSKVIIA
TTNLYSGFTPRTMVCPDALNRRFHFDIDVSAKDGYKINNKLDIIKALEDTHTNPVAMFQYDCALLNGMAVEMKRLQQDMFKPQPPLQNVYQLVQEVIERVEL
HEKVSSHPIFKQ

>C3
LKARDINDIFAILKNGEWLVKLILAIRDWIKAWIASEEKFVTMTDLVPGILEKQRDLNDPSKYKEAKEWLDNARQACLKSGNVHIANLCKVVAPAPSKSRPE
PVVVCLRGKSGQGKSFLANVLAQAISTHFTGRTDSVWYCPPDPDHFDGYNQQTVVVMDDLGQNPDGKDFKYFAQMVSTTGFIPPMASLEDKGKPFNSKVIIA
TTNLYSGFTPRTMVCPDALNRRFHFDIDVSAKDGYKINNKLDIIKALEDTHTNPVAMFQYDCALLNGMAVEMKRMQQDVFKPQPPLQNVYQLVQEVIERVEL
HEKVSSHPIFKQ

>01
LKARDINDIFAILKNGEWLVKLILAIRDWIKAWIASEEKFVTMTDLVPGILEKQRDLNDPSKYKEAKEWLDNARQACLKSGNVHIANLCKVVAPAPSKSRPE
PVVVCLRGKSGQGKSFLANVLAQAISAHFTGRTDSVWYCPPDPDHFDGYNQQTVVVMDDLGQNPDGKDFKYFAQMVSTTGFIPPMASLEDKGKPFNSKVIIA
TTNLYSGFTPRTMVCPDALNRRFHFDIDVSAKDGYKINNKLDIIKALEDTHTNPVAMFQYDCALLNGMAVEMKRMQQDMFKPQPPLQNVYQLVQEVIDRVEL
HEKVSSHPIFKQ

>0/SAR
LKARDINDIFAILKNGEWLVKLILAIRDWIKAWIASEEKFVTMTDLVPGILEKQRDLNDPSKYKEAKEWLDNARQACLKSGNIHIANLCKVVAPAPSRSRPE
PVVVCLRGKSGQGKSFLANVLAQAISTHFTGRTDSVWYCPPDPDHFDGYNQQTVVVMDDLGQNPDGKDFKYFAQMVSTTGF IPPMASLEDKGKPFNSKVIIA
TTNLYSGFTPRTMVCPDALNRRFHFDIDVSAKDGYKINNKLDIIKALEDTHTNPVAMFQYDCALLNGMAVEMKRMQQDMFKPQPPLQNVYQLVQEVIDRVEL
HEKVSSHPIFKQ



UNIVERSITEIT VAN PRETORIA
UNIVERSITY OF PRETORIA
Qe VYUNIBESITHI YA PRETORIA
Appendix 160

>SAT1
LKARDINDIFAILKNGEWLVKLILAIRDWIKAWISSEEKYISMTDLVPRILECQRNLNDPSKYQESKEWLENAREACLKNGNVHIANLCKVNAPAPSKSRPE
PVVVCLRGKSGQGKSFLANVLAQAISTHFTGRVDSVWYCPPDPDHFDGYNQQAVVVMDDLGQNPDGKDFKYFAQMVSTTGFIPPMASLEDKGKPFNSKVIVA
TSNLYSGFTPRTMVCPDALNRRFHFDIDVSAKDGYKVNNRLDIIKALEDTHTNAPAMFNYDCALLNGSAVEMKRLQQDVFKPLPPLNSLYQLVDEVIERVKL
HEKVSSHPIFKQ

>KNP1
LKARDINDIFAILKNGEWLVKLILAIRDWIKAWISSEEKYISMTDLVPRILECQRNLNDPSKYQESKEWLENAREACLKNGNVHIANLCKVNAPAPSKSRPE
PVVVCLRGKSGQGKSFLANVLAQAISTHFTGRVDSVWYCPPDPDHFDGYNQQAVVVMDDLGQNPDGKDFKYFAQMVSTTGFIPPMASLEDKGKPFNSKVIIA
TSNLYSGFTPRTMVCPDALNRRFHFDIDVSAKDGYKVNNRLDIIKALEDTHTNAPAMFNYDCALLNGSAVEMKRLQQDVFKPLPPLNSLYQLVDEVIERVKL
HEKVSSHPIFKQ

>SAT2
LKARDINDIFAILKNGEWLVKLILAIRDWIKAWISSEEKYISMTDLVPRILECQHNLNDPSKYQESKEWLENAREACLKNGNHHIANLCKVNAPAPSRSRPE
PVVVCLRGKSGQGKSFLANVLAQAISTHFTGRTDSVWYCPPDPDHFDGYNQQTVVVMDDLGQNPDGKDFKYFAQMVSTTGFIPPMASLEDKGKPFNSKVIIA
TSNLYSGFTPRTMVCPDALNRRFHFDIDVSAKDGYKVNNRLDIIKALEDTHTNAPAMFNYDCALLNGSAVEMKRLQQDVFKPLPPLNSLYQLVDEVIERVKL
HEKVSSHPIFKQ

>SAT3
LKARDINDVFAILKNGEWLVKLILAIRDWIKAWISSEEKYISMTDLVPRILECQHNLNDPSKYQESKEWLENAREACLKNGNHHIANLCKVNAPAPSKSRPE
PVVVCLRGKSGQGKSFLANVLAQAISTHFTGRTDSVWYCPPDPDHFDGYNQQAVVVMDDLGQNPDGKDFKYFAQMVSTTGFIPPMASLEDKGKPFNSKVIIA
TSNLYSGFTPRTMVCPDALNRRFHFDIDVSARDGYKVNNRLDIIKALEDTHTNAPAMFNYDCALLNGSAVEMKRLQQDVFKPLPPLNSLYQLVDEVIERVKL
HEKVSSHPIFKQ

3A

>A24
ISIPSQKSVLYFLIEKGQHEAAIEFFEGMVHDSIKEELRPLIQQTSFVKRAFKRLKENFEIVALCLTLLANIVIMIRETRKRQKMVDDAVSEYIERANITTD
DKTLDEAEKNPLETSGASTVGFRERPLPGQKARNDENSEPAQPAEEQPQAE

>A10
ISIPSQKSVLYFLIEKGQHEAAIEFFEGMVHDSVKEELRPLIQQTSFVKRAFKRLKENFEIVALCLTLLANIVIMIRETRKRQKMVDDAVNDYIERANITTD
DKTLDEAEKNPLETSGASTVGFRERSLTGQKARDDVNSEPAQPAEDQPQAE

>C3
ISIPSQKSVLYFLIEKGQHEAAIEFFEGMVHDSIKEELRPLIQHTSFAKRAFKRLKENFEIVALCLTLLANIVIMVRETRKRQKMVDDAVNEYIEKANITTD
DKTLDEAEKNPLETSGASTVGFRERTLPGQKARDDVNSEPAQPVEEQPQAE

>01
ISIPSQKSVLYFLIEKGQHEAAIEFFEGMVHDSIKEELQPLIQQTSFVKRAFKRLKENFEIVALCLTLLANIVITVRETRKRQKMVDDAVNEYIEKANITTD
DKTLDEAEKSPLETSGASTVGFRERTLPGQKACDDVNSEPAQPVEEQPQAE

>0/SAR
ISIPSQKAVLYFLIEKGQHEAAIEFFEGMVHDSIKEELRPLIQQTSFVKRAFKRLKENFEIVALCLTLLANIVIMIRETRKRQQMVDDAVNEYIEKANITTD
DKTLDEAEKNPLETSGATTVGFREKTLPGHKAGDDVNSEPTKPVEEQPQAE

>SAT1
ISIPSQKSVLYFLIEKGQHEAAIEFYEGMVHDSIKEELKPLLEQTSFAKRAFKRLKENFEIVALVVVLLANIVIMIRETRKRQKMVDDALDEYIEKANITTD
DKTLDEAERNPQEVVDKPTVGFRERRLPGHKTDDEVNTEPVKPAERPQAE

>KNP1
ISIPSQKSVLYFLIEKGQHEAAIEFYEGMVHDSIKEELKPLLEQTSFAKRAFKRLKENFEIVALVVVLLANIIIMIRETRKRQKMVDDALDEYIEKANITTD
DKTLEEAEKNPREVVDKPTVGFRERKLPGHKTDDEVNSEPVKPVDKPQAE
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>SAT2
ISIPSQKSVLYFLIEKGQHEAAIEFYEGMVHDSIKEELKPLLEQTSFAKRAFKRLKENFEIVALVVVLLANIIIMIRETRKRQKMVDDALDEYIEKANITTD
DKTLEEAGRNPQEVVDKPTVGFRERKLPGHKTDDEVNSEPAKPTEKPQAE

>SAT3
ISIPSQKSVLYFLIEKGQHEAAIEFYEGMVHDSIKEELKPLLEQTSFAKRAFKRLKENFEIVALVVVLLANIVIMIRETRKRQKMVDDALDEYIEKANITTD
DKTLDEAEKNPQEVVDKPTVGFRKRELPGQKTGNEVNSEPTKPVEKPQAE

3B1

>A24
GPYAGPLERQKPLKVRAKLPQQE

>A10
GPYAGPLERQKPLKVRAKLPQQE

>C3
GPYAGPLERQKPLKVRAKLPQQE

>01
GPYAGPLERQKPLKVRAKLPQQE

>0/SAR
GPYTGPLERQKPLKVRTKLPQQE

>SAT1
GPYAGPLERQQPLKLKAKLPRAE

>KNP1
GPYAGPLERQQPLKLKAKLPKAE

>SAT2
GPYAGPLERQQPLKLKAKLPQAE

>SAT3
GPYAGPLERQQPLKLKAKLPRAE

3B2

>A24
GPYAGPMERQKPLKVKAKAPVVKE

>A10
GPYAGPMERQKPLRVKAKAPVVKE

>C3
GPYAGPMERQKPLKVKAKAPVVKE
>01
GPYAGPMERQKPLKVKAKAPVVKE
>0/SAR
GPYAGPMERQKPLKVKVKAPVVKE

>SAT1
GPYAGPLEKQQPLKLKARLPVAKE
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>KNP1
GPYAGPLEKQQPLKLKAKLPVAKE

>SAT2
GPYAGPLEKQQPLKLKARLPVAKE

>SAT3
GPYAGPLEKQQPLKLKTRLPVAKE

3B3

>A24
GPYEGPVKKPVALKVKAKNLIVTE

>A10
GPYEGPVKKPVALKVKARNLIVTE

>C3
GPYEGPVKKPVALKVKAKNLIVTE

>01
GPYEGPVKKPVALKVKAKNLIVTE

>0/SAR
GPYEGPVKKPVALKVKAKNLIVTE

>SAT1
GPYEGPVKKPVALKVKAKAPIVTE

>KNP1
GPYEGPVKKPVALKVKAKAPIVTE

>SAT2
GPYEGPVKKPVALKVKAKAPIVTE

>SAT3
GPYEGPVKKPVALKVKTKAPIVTE

3C

>A24

SGAPPTDLQKLVMGNTKPVELILDGKTVAICCATGVFGTAYLVPRHLFAEKYDKIMLDGRAMTDSDYRVFEFEIKVKGQDMLSDAALMVLHRGNRVRDITKH
FRDTARMKKGTPVVGVINNADVGRLIFSGEALTYKDIVVCMDGDTMPGLFAYKAATKAGYCGGAVLAKDGADTFIVGTHSAGGNGVGYCSCVSRSMLLKMKA

HVDPEPHHE

>A10

SGAPPTDLQKLVMGNTKPVELILDGKTVAICCATGVFGTAYLVPRHLFAEKYDKIMLEGRAMTDSDYRVFEFEIKVKGQDMLSDAALMVLHRGNRVRDITKH
FRDTARMKKGTPVVGVVNNADVGRLIFSGEALTYKDIVVCMDGDTMPGLFAYKAATKAGYCGGAVLAKDGADTFIVGTHSAGGNGVGYCSCVSRSMLQKMKA

HVDPEPHHE

>C3

SGAPPTDLQKMVMGNTKPVELILDGKTVAICCATGVFGTAYLVPRHLFAEKYDKIMLDGRAMTDSDYRVFEFEIKVKGQDMLSDAALMVLHRGNRVRDITKH
FRDVARMKKGTPVVGVINNADVGRLIFSGEALTYKDIVVCMDGDTMPGLFAYKAATKAGYCGGAVLAKDGAETFIVGTHSAGGNGVGYCSCVSRSMLLKMKA

HIDPEPHHE

A 4
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>01
SGAPPTDLQKMVMGNTKPVELILDGKTVAICCATGVFGTAYLVPRHLFAEKYDKIMLDGRAMTDSDYRVFEFEIKVKGQDMLSDAALMVLHRGNRVRDITKH
FRDTARMKKGTPVVGVINNADVGRLIFSGEALTYKDIVVCMDGDTMPGLFAYRAATKAGYCGGAVLAKDGADTFIVGTHSAGGNGVGYCSCVSRSMLLKMKA
HIDPEPHHE

>0/SAR
SGAPPTDLQKMVMGNTKPVELILDGKTVAICCATGVFGTAYLVPRHLFAEKYDKIMLDGRAMTDSDYRVFEFETKVKGQDMLSDAALMVLHRGNRVRDITKH
FRDVARMKKGTPVVGVINNADVGRLIFSGEALTYKDIVVCMDGDTMPGLFAYKAATKAGYCGGAVLAKDGAETFIVGTHSAGGNGVGYCSCVSRSMLLKMKA
HIDPEPHHE

>SAT1
SGCPPTDLQKMVMANVKPVELILDGKTVALCCATGVFGTAYLVPRHLFAEKYDKIMLDGRALTDSDFRVFEFEVKVKGQDMLSDAALMVLHSGNRVRDLTGH
FRDIMKLSKGSPVVGVVNNADVGRLIFSGDALTYKDLVVCMDGDTMPGLFAYRAGTKVGYCGAAVLAKDGAKTVIVGTHSAGGNGVGYCSCVSRSMLLQMKA
HIDPPPHTE

>KNP
SGCPPTDLQKMVMANVKPVELILDGKTVALCCATGVFGTAYLVPRHLFAEKYDKIMLDGRALTDSDFRVFEFEVKVKGQDMLSDAALMVLHSGNRVRDLTGH
FRDTMKLSKGSPVVGVVNNADVGRLIFSGDALTYKDLVVCMDGDTMPGLFAYRAGTKVGYCGAAVLAKDGAKTVIVGTHSAGGNGVGYCSCVSRSMLLQOMKA
HIDPPPHTE

>SAT2
SGCPPTDLQKMVMANVKPVELILDGKTVALCCATGVFGTAYLVPRHLFAEKYDKIMLDGRALTDSDFRVFEFEVKVKGQDMLSDAALMVLHSGNRVRDLTGH
FRDTMKLSKGSPVVGVVNNADVGRLIFSGDALTYKDLVVCMDGDTMPGLFAYRAGTKVGYCGAAVLAKDGAKTVIVGTHSAGGNGVGYCSCVSRSMLLQMKA
HIDPPPHTE

>SAT3
SGCPPTDLQKMVMANVKPVELILDGKTVALCCATGVFGTAYLVPRHLFAEKYDKIMLDGRALTDSDFRVFEFEVKVKGQDMLSDAALMVLHSGNRVRDLTGH
FRDTMKLSKGSPIVGVVNNADVGRLIFSGDALTYKDLVVCMDGDTMPGLFAYRAGTKVGYCGAAVLAKDGAKTVIVGTHSAGGNGVGYCSCVSRSMLLQMKA
HIDPPPHTE

3D

>A24
GLIVDTRDVEERVHVMRKTKLAPTVAHGVFNPEFGPAALSNKDPRLNDGVVLDEVIFSKHKGDTKMSEEDKALFRRCAADYASRLHSVLGTANAPLSIYEAI
KGVDGLDAMEPDTAPGLPWALQGKRRGALIDFENGTVGPEVEAALKLMEKREYKFACQTFLKDEIRPMEKVRAGKTRIVDVLPVEHILYTRMMIGRFCAQMH
SNNGPQIGSAVGCNPDVDWQRFGTHFAQYRNVWDVDYSAFDANHCSDAMNIMFEEVFRTEFGFHPNAEWILKTLVNTEHAYENKRITVEGGMPSGCSATSII
NTILNNIYVLYALRRHYEGVELDTYTMISYGDDIVVASDYDLDFEALKPHFKSLGQTITPADKSDKGFVLGHSITDVTFLKRHFHMDYGTGFYKPVMASKTL
EAILSFARRGTIQEKLISVAGLAVHSGPDEYRRLFEPFQGLFEIPSYRSLYLRWVNAVCGDA

>A10
GLIVDTRDVEERVHVMRKTKLAPTVAHGVFNPEFGPAALSNKDPRLNEGVVLDEVIFSKHKGDVKMTEEDKALFRRCAADYASRLHSVLGTANAPLSIYEAI
KGVDGLDAMEPDTAPGLPWALQGKRRGALIDFENGTVGPEVEAALKLMEKREYKFACQTFLKDEIRPMEKVRAGKTRIVDVLPVEHILYTRMMIGRFCAQMH
SNNGPQIGSAVGCNPDVDWQRFGTHFAQYRNVWDVDYSAFDANHCSDAMNIMFEEVFRTDFGFHPNAEWILKTLVNTEHAYENKRITVEGGMPSGCSATSII
NTILNNIYVLYALRRHYEGVELDTYTMISYGDDIVVASDYDLDFEALKPHFKSLGQTITPADKSDKGFVLGHSITDVTFLKRHFHMDYGTGFYKPVMASKTL
EAILSFARRGTIQEKLISVAGLAVHSGPDEYRRLFEPFQGLFEIPSYRSLYLRWVNAVCGDA

>C3

GLIVDTRDVEERVHVMRKTKLAPTVAHGVFNPEFGPAALSNRDPRLNEGVVLDEVIFSKHKGDTKMSEEDKALFRRCAADYASRLHSVLGTANAP
LSIYEAIKGVDGLDAMEPDTAPGLPWALQGKRRGALIDFENGTVGPEVEAALKLMEKREYKFACQTFLKDEIRPMEKVRAGKTRIVDVLPVEHILYTRMMIGR
FCAQMHSNNGPQIGSAVGCNPDVDWQRFGTHFAQYRNVWDVDYSAFDANHCSDAMNIMFEEVFRTEFGFHPNAEWILKTLVNTEHAYENKRITVEGGMPSGCS
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ATSIINTILNNIYVLYALRRHYEGVELDTYTMISYGDDIVVASDYDLDFEALKPHFKSLGQTITPADKSDKGFVLGHSITDVTFLKRHFHMDYGTGFYKPVMA
SKTLEAILSFARRGTIQEKLISVAGLAVHSGPDEYRRLFEPFQGLFEIPSYRSLYLRWVNAVCGDA

>01
GLIVDTRDVEERVHVMRKTKLAPTVAHGVFNPEFGPAALSNKDPRLNEGVVLDEVIFSKHKGDTKMSEEDKALFRRCAADYASRLHSVLGTANAPLSIYEAIK
GVDGLDAMEPDTAPGLPWALQGKRRGALIDFENGTVGPEVEAALKLMEKREYKFACQTFLKDEIRPMEKVRAGKTRIVDVLPVEHILYTRMMIGRFCAQMHSN
NGPQIGSAVGCNPDVDWQRFGTHFAQYRNVWDVDYSAFDANHCSDAMNIMFEEVFRTEFGFHPNAEWILKTLVNTEHAYENKRITVEGGMPSGCSATSIINTI
LNNIYVLYALRRHYEGVELDTYTMISYGDDIVVASDYDLDFEALKPHFKSLGQTITPADKSDKGFVLGHSITDVTFLKRHFHMDYGTGFYKPVMASKTLEAIL
SFARRGTIQEKLISVAGLAVHSGPDEYRRLFEPFQGLFEIPSYRSLYLRWVNAVCGDA

>0/SAR
GLIVDTRDVEERVHVMRKTKLAPTVAHGVFNPEFGPAALSNKDPRLNEGVVLDEVIFSKHKGNTKMSEEDKALFRRCAADYASRLHSVLGTANAPLSTYEAIK
GVDGLDAMEPDTAPGLPWALQGKRRGALIDFENGTVGPEVEAALKLMEKREYKFTCQTFLKDEIRPMEKVRAGKTRIVDVLPVEHILYTRMMIGRFCAQMHSN
NGPQIGSAVGCNPDVDWQRFGTHFAQYRNVWDVDYSAFDANHCSDAMNIMFEEVFNTDFGFHPNAEWILKTLVNTEHAYENKRITVEGGMPSGCSATSIINTI
LNNIYVLYALRRHYEGVELDSYTMISYGDDIVVASDYDLDFEALKPHFKSLGQTITPADKSDKGFVLGHSITDVTFLKRHFHMDYGTGFYKPVMASKTLEAIL
SFARRGTIQEKLTSVAGLAVHSGPDEYRRLFEPFQGLFEIPSYRSLYLRWVNAVCGDA

>SAT1
GLVVDTREVEERVHVMRKTKLAPTVAYGVFQPEFGPAALSNNDKRLNEGVVLDEVIFSKHKGDAKMSEADKKLFRLCAADYASHLHNVLGTANSPLSVFEAIK
GVDGLDAMEPDTAPGLPWALQGKRRGALIDFENGTVGPEIEQALKLMEKKEYKFTCQTFLKDEIRPLEKVKAGKTRIVDVLPVEHIIYTRMMIGRFCAQMHSN
NGPQIGSAVGCNPDVDWQRFGCHFAQYRNVWDIDYSAFDANHCSDAMNIMFEEVFREEFGFHPNAVWILKTLINTEHAYENKRITVEGGMPSGCSATSIINTI
LNNIYVLYALRRHYEGVELSHYTMISYGDDIVVASDYDLDFEALKPHFKSLGQTITPADKSDKGFVLGQSITDVTFLKRHFHLDYGTGFYKPVMASKTLEAIL
SFARRGTIQEKLISVAGLAVHSGPDEYRRLFEPFQGTFEIPSYRSLYLRWVNAVCGDA

>SAT2
GLVVDTREVEERVHVMRKTKLAPTVAHGVFQPEFGPAALSNNDKRLSEGVVLDEVIFSKHKGDAKMSEADKRLFRLCAADYASHLHNVLGTANSPLSVFEAIK
GVDGLDAMEPDTAPGLPWALRGKRRGALIDFENGTVGSEIEAALKLMEKKEYKFTCQTFLKDEIRPLEKVKAGKTRIVDVLPVEHIIYTRMMIGRFCAQMHSN
NGPQIGSAVGCNPDVDWQRFGTHFAQYKNVWDIDYSAFDANHCSDAMNIMFEEVFREEFGFHPNAVWILKTLINTEHAYENKRITVEGGMPSGCSATSIINTI
LNNIYVLYALRRHYEGVELSHYTMISYGDDIVVASDYDLDFEALKPHFKSLGQTITPADKSDKGFVLGQSITDVTFLKRHFHLDYETGFYKPVMASKTLEAIL
SFARRGTIQEKLISVAGLAVHSGQDEYRRLFEPFQGTFEIPSYRSLYLRWVNAVCGDA

>SAT3
GLVVDTREVEERVHVMRKTKLAPTVAHGVFQPEFGPAALSNNDKRLNEGVVLDEVIFSKHKGDAKMSEADKRLFRLCAADYASHLHNVLGTANSPLSVFEAIK
GVDGLDAMEPDTAPGLPWALQGKRRGALIDFENGTVGPEIEAALKLMEKKEYKFTCQTFLKDEIRPLEKVKAGKTRIVDVLPVEHIIYTRMMIGRFCAQMHSN
NGPQIGSAVGCNPDVDWQRFGTHFAQYKNVWDIDYSAFDANHCSDAMNIMFEEVFREEFGFHPNAVWILKTLINTEHAYENKRITVEGGMPSGCSATSIINTI

LNNIYVLYALRRHYEGVELSHYTMISYGDDIVVASDYDLDFEALKPHFKSLGQTITPADKSDKGFVLGQSITDVSFLKRHFHLDYETGFYKPVMASKTLEAIL

SFARRGTIQEKLISVAGLAVHSGQDEYRRLFEPFQGTFEIPSYRSLYLRWVNAVCGDA



	Front
	Chapter 1
	Chapter 2
	Chapter 3
	Chapter 4
	Chapters 5-6
	BACK
	Bibliography
	Appendix




