Supplementary Figure S1-S4: Individual figures of the Bayesian inference phylogenetic analyses of R.
afircae for ompA, ompB, omp and gltA genes

Rickettsia conorii Dermacentor reticulatus RUS ON515544

Rickettsia africae Amblyomma pomposum AGO ACC001
Rickettsia africae Amblyomma hebraeum ZAF MP005
Rickettsia africae N384 tick ZMB LC565692

Rickettsia africae Amblyomma hebraeum MOZ MSChi224
Rickettsia africae Amblyomma hebraeum MOZ MMMan284
I— Rickettsia africae strain CIC18B Rhipicephalus sanguineus BRA KX869919
Rickettsia africae Amblyomma hebraeum ZWE ZiMZ099
Rickettsia africae Amblyomma variegatum MOZ MSMun066
Rickettsia africae Amblyomma hebraeum MOZ MMGa050
Rickettsia africae Amblyomma pomposum AGO ANC094
Rickettsia africae Amblyomma pomposum AGO ANC016

I Rickettsia africae Amblyomma pomposum AGO AHT015
Rickettsia africae Amblyomma variegatum MOZ MSChig97
Rickettsia africae Amblyomma variegatum MOZ MMMac079
Rickettsia africae Amblyomma hebraeum MOZ MSChi291
Rickettsia africae Amblyomma variegatum ZMB ZMT017
Rickettsia africae Amblyomma variegatum ZMB ZMN062
Rickettsia africae Amblyomma variegatum MOZ MMMam167
Rickettsia africae Amblyomma hebraeum ZWE ZiMC089
Rickettsia africae Amblyomma hebraeum MOZ MGC247
Rickettsia africae Amblyomma hebraeum ZAF LP083
Rickettsia africae Amblyomma hebraeum ZWE ZiMS003
Rickettsia africae Amblyomma pomposum AGO AHB023
Rickettsia africae Amblyomma variegatum AGO AML069
1.00 Rickettsia africae Amblyomma variegatum MOZ MSMun411
Rickettsia africae Amblyomma variegatum MOZ MSMun198

Rickettsia africae Amblyomma variegatum AGO AML020
Ricketisia africae Amblyomma variegatum ZMB ZMC021
Rickettsia africae Amblyomma variegatum ZMB ZLSY047
Rickettsia africae Amblyomma hebraeum ZWE ZiMG021
Rickettsia africae Amblyomma variegatum ZMB ZML073
Rickettsia africae Amblyomma variegatum AGO AML005
Rickettsia africae Amblyomma hebraeum ZAF KZN019
Rickettsia africae Amblyomma hebraeum ZAF KZN002
Rickettsia africae Amblyomma hebraeum MOZ MSChi351
Rickettsia africae Amblyomma hebraeum MOZ MSChi328
Rickettsia africae strain PELE Human skin BRA MG515014
Rickeftsia africae strain Galekgothoane Amblyomma hebrasum ZAF MG953254
Rickettsia africae Amblyomma hebraeum MOZ MIMas289
Rickettsia africae Amblyomma hebraeum ZAF MT009353
Rickettsia africae Amblyomma hebraeum MOZ MIHem373
Rickettsia africae Amblyomma variegatum MOZ MSMun317
Rickettsia africae Amblyomma variegatum MOZ MSMuni44
Rickettsia africae strain TKN17 Amblyomma variegatum GHA 0Q331038
Rickeltsia africae Amblyomma variegatum SKN GU247115

Rickettsia africa Tick STP MH781755
0.99 Rickettsia africae Amblyomma variegatum ZWE ZiMG017

Rickettsia africae strain TR Orkun Hyalomma nymph89 Ankara Hyalomma spp TUR JQ691730

.98 Rickettsia africae strain EgyRickHd Qalet EI Nakhl 5 Hyalomma dromedarii EGY HQ335133
0.99 Rickettsia africae strain EgyRickHimp EI Arish Hyalomma impeltatum EGY HQ335131

Tree scale: 1 + ]

Figure S1: Bayesian inference analysis of the ompA Rickettsia africae gene. Analysis was done using
the HKY model. Posterior probability is indicated at each branch node. Posterior probabilities < 0.85
have been removed. Sequences from this study are in blue. Country of origin is indicated in the sample
ID as: AGO — Angola, BRA — Brazil, EGY - Egypt, GHA — Ghana, MOZ — Mozambique, RUS — Russia, SKN-
Saint Kitts and Nevis, STP - Sao Tome and Principe, TUR — Turkey, ZAF — South Africa, ZMB — Zambia
and ZWE — Zimbabwe.
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Figure S2: Bayesian inference analysis of the ompB Rickettsia africae gene. Analysis was done using
the HKY model, with gamma rates. Posterior probability is indicated at each branch node. Posterior
probabilities < 0.85 have been removed. Sequences from this study are in blue. Country of origin is
indicated in the sample ID as: AGO — Angola, DJI - Djibouti, ETH — Ethiopia, KEN — Kenya, MOZ —
Mozambique, STP - Sdo Tomé and Principe, TZA — Tanzania, ZAF — South Africa, ZMB — Zambia and
ZWE — Zimbabwe.
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Figure S3: Bayesian inference analysis of the omp Rickettsia africae gene. Analysis was done using the
HKY model. Posterior probability is indicated at each branch node. Posterior probabilities < 0.50 have
been removed. Sequences from this study are in bold. Country of origin is indicated in the sample ID
as: AGO — Angola, KEN — Kenya, KNY — Knysna, LBN - Lebanon, MOZ — Mozambique, ZAF — South Africa,
UGA — Uganda, ZMB — Zambia and ZWE — Zimbabwe.
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Figure S4: Bayesian inference analysis of the gltA Rickettsia africae gene. Analysis was done using the
HKY model, with gamma rates. Posterior probability is indicated at each branch node. Posterior
probabilities < 0.50 have been removed. Sequences from this study are in blue. Country of origin is
indicated in the sample ID as: AGO — Angola, BRA — Brazil, DRC -Democratic Republic of the Congo,
EGY - Egypt, ETH — Ethiopia, KEN — Kenya, KNY — Knysna, LBR - Liberia, MOZ — Mozambique, SEN —
Senegal, ZAF — South Africa, ZMB — Zambia and ZWE — Zimbabwe



