SUPPLEMENTARY MATERIALS

Table S1 Springtail collection information showing the location, coordinates and

BOLD sample IDs of sequences for each unique haplotype

Haplotype # Location Coordinates BOLD Sample IDs
G. hodgsoni
Ghl Tiger Island -76.784 162.452 ANTSP607
Flatiron -77.005 162.408 ANTSP585, ANTSP587,
ANTSP589, ANTSP605,
ANTSP606, ANTSP607,
ANTSP628, ANTSP629
Benson Glacier  -76.822 162.107 ANTSP596, ANTSP597
StJohns Range  -77.2801 161.731 ANTSP129, ANTSP131,
ANTSP134, ANTSP136,
ANTSP137, ANTSP138,
ANTSP140, ANTSP141,
ANTSP143, ANTSP151,
ANTSP216
Gh2 St Johns Range  -77.2801 161.731 ANTSP128, ANTSP144,
ANTSP145, ANTSP147,
ANTSP148, ANTSP149,
ANTSP214, ANTSP218
Gh3 StJohns Range  -77.208 161.7 ANTSP210
Gh4 Flatiron -77.005 162.408 ANTSP584, ANTSP586,
ANTSP604
StJohns Range  -77.208 161.7 ANTSP213, ANTSP215
Gh5 Flatiron -77.005 162.408 ANTSP631
Gh6 Benson Glacier  -76.87 161.754 ANTSP564, ANTSP565
Gh7 Mount Seuss -77.015 161.75 ANTSP153, ANTSP166,
ANTSP167, ANTSP534
Gh8 St Johns Range  -77.208 161.7 ANTSP209
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Fig. S1 Bayesian Inference tree showing estimated divergence times for Gomphiocephalus hodgsoni , Cryptopygus nivicolus and

Antarcticinella monoculata. Timescale along the bottom is in My. Numbers on nodes refer to estimated divergence times for those populations.
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Fig. S2 Phylogenetic trees (Bayesian followed by Neighbour Joining) of sequences
representing 40 unique haplotypes for three springtail species including three
Symphypleona outgroups (Sminthurides aquaticus IHCO046-03, S. malmgreni
IHCOO047-03 and Sminthurinus elegans COONT067-08). Support values over 0.95/95

are displayed with trees coloured according to the seven BINs present.
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