QoL EgranTPS079
Pt0092s00200 Sb05A006470
b
1 0 050331430
Sb01g03261
Sb09g000990
% 0s08g04500
I Sb07g003080
* Sb07g005130
— o 0s01g23530
) 05087(3'07080
] 0 0508%0 00
0 b07q004470
o 0 Sb07¢004480
Sb079004485
Sb05g019210
) 2 Sb01g034700 Sbo7g0Z5700
— 080324640
0503924680
05039246
0 Op== Sb01g035460
Sh06g031270
Sbo1&o15070
050?bq,22 4
o L Sb07g020980
) 0501942610
0s0 %11790
0 0504926960
ol 050429270 0
0s04g27720
* 050427540
0504827 0
so4i;274oo
0= 0504927190
0504927340
Pt0005s09830
ol SollyTPS28
1 o= SollyTPS35
Sollg S33
ollyTPS32
SollyTPS31
0y Pt0007s07360
L Pt0007s07410
o o= Pt0121s00250
o Pt0019s01320
Pt0019s03990
0 Pt0019s03350
—E Pt0019s06190
Pt0019s06220
ATSGZ3960 AT1G31950
0—
AT3G14540
P AT3G32030
AT1G33750
o — AT3G14490
AT3G29410
AT1G70080
AT5G48110
N ) AT2G23230
2 | AT4G158
1 oy AT5G44630 J——
| |
C3 e AT4G13300
Op AT1G48800
0 AT1G48820
AT3G29110
* AT4G20210
0 AT3G29190
* AT4G20230
* AT1G66020
AT4G20200
SollyTPS14
g T e
— o
ollyTPS9
= S0llyTP312
Pt0011s14600
5P 00 8

Q EglobTPS040

EgranTPS007
globTPS008

EgranTPS006
EglobTPS007
(0] EglobTPS006
granTPSOOS
== EqlobTPSU10
EgranTPS009

oF EqlobTPS009
é]ranTPSOOB
globTPS0

E TPS0

=
8
S
o

‘O
m
-
<V}
=
-
Bl
n
o
(2]

Q EqlobTPS029
granTPS023
EgranTPS045
EglobTPS038
EgranTPS031

granTPS052
EgranTPS030

ol EgranTPS050
globTPS012

EgranTPS011

EgranTPS013
EgranTPS014
EglobTPS015
EglobTPS014
EglobTPS017
EglobTPS019
EgranTPS017

EglobTPS013

EglobTPS022

EglobTPS051

EgranTPS035
_gQ.r EglobTPS032
EgranTPS026
el o EgranTPS024
Eg anTPS047
EqglobTPS048
granTPS04

S
EglobTP
EgranTPS0

0.3

Figure S1: Maximum likelihood analysis of TPS-a subfamily from E. grandis and E. globulus
In comparison to Solanum lycopersicum, Oryza sativa, Populus trichocarpa, Sorghum
bicolor, Vitis vinifera and Arabidopsis thaliana. Bootstrap values supported by > 80% are

designated * while those with bootstrap values > 95% are designated o
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Figure S2: Maximum likelihood analysis of TPS-b and -g subfamilies from E. grandis and E.
globulus in comparison to Solanum [ycopersicum, Oryza sativa, Populus trichocarpa,
Sorghum bicolor, Vitis vinifera and Arabidopsis thaliana. Bootstrap values supported by >

80% are designated * while those with bootstrap values > 95% are designated °,
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Figure S3: Maximum likelihood analysis of TPS-c, -e and -f subfamilies from £. grandis and
E. globulus in comparison to Solanum lycopersicum, Oryza sativa, Populus trichocarpa,
Sorghum bicolor, Vitis vinifera and Arabidopsis thaliana. Bootstrap values supported by >

80% are designated * while those with bootstrap values > 95% are designated ©.
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