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APPENDIX A
An abridged‘ taxonomic outline of the a-Proteobacteria as described in the second edition of Bergey’s Manual
of Systematic Bacteriology (Garrity er al., 2001). Detail is provided only for the families where rhizobia are
relevant. Outline may be obtained from website: http://www.cme.msu.edw/Bergeys/

Phylum BXIL Proteobacteria
Class I: Alphaproteobacteria
Order I: Rhodospirillales
Family I Rhodospirillaceae
Family II: Acetobacteraceae
Order I1: Ricketsiales
Family I Ricketsiaceae
Family II: Ehrlichiceae
Family [1l: Holosporaceae
Order I11: Rhodobacterales
Family I Rhodobacteraceae
Order IV: Sphingomonadales
Family I: Sphingomonadaceae
Order V:Caulobacterales
Family I Caulobacteraceae
Order VI Rhizobiales
Family I: Rhizobiaceae
Genus I: Rhizobium
Genus 11: Agrobacterium
Genus I11: Carbophilus
Genus IV: Chelatobacter
Genus V: Ensifer
GenusVI: Sinorhizobium
Family II: Bartonellaceae
Familiy III: Brucellaceae
Family IV: Phyllobacteriaceae
Genus [ Phyllobacterium

Genus [1: Allorhizobium
Genus 11 Aminobacter
Genus IV: Aquamicrobium
Genus V: Defluvibacter
Genus VI: Mesorhizobium
Genus VII: Pseudaminobacter
Family V: Methylocystaceae
Family VI: Beijerinckiaceae
Family VIi: Bradyrhizobiaceae
Genus I: Bradyrhizobium
Genus I1: Afipia
Genus [II: Agromonas
Genus IV: Blastobacter
Genus V: Bosea
Genus VI Nitrobacter
Genus VII: Oligotropha

Genus VIlI: Rhodopseudomonas
Family VII: Hyphomicrobiaceae

Genus I Hyphomicrobium
Genus Il Ancalomicrobium
Genus III: Ancviobacter
Genus IV: Angulomicrobium
Genus V: Aquabacter
Genus VI: Azorhizobium
Including 14 other genera

Famil I\: Methvilobacteriaceae

" GenusI: Methviobacterium

Including 2 other genera

Family X: Rhodobiaceae

Genus [: Rhodobium
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Graphical representation of the 95 different carbon sources as supplied in the Gram negative Biolog plate.
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APPENDIX C
Medium 72:
KHPO, 12¢
KH,PO, 062¢g
CaCl,.2H,0 34 mg
MgS04.7H,0 02g
NaCl 0lg
FeCl;.6H,0 1 mg
(NH4) ;804 05g
Trace element solution 1 mi
Agar 158
Distilled water up to 1L
PH 7.0
Trace element solution
CuSO,. SH,0 5mg
MnSO,. H,0O 7 mg
N32M004. 2H20 10 mg
H,BO; 10 mg
ZnS0,.7H;0 70 mg
COC12.6Hzo S5mg

After sterilisation cool down and aseptically add 10 ml filter-sterilised methanol per liter medium




